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;£?£BJ!cS>c DN A&. Mx.^t hiifi^cDNA^^^'J-^^i'n-^ 
ftt6Ii:A^#S. c DN A lit; bMti&frbte&^fc (A) + RNA££I 
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[0 0 2 0] 

mwz. 3tie>©iE3€tc«fc^T^Ds, 1 x\zis.mm(D~7 ^ ; mourn* x& 

[0 0 2 1] 

*&m<D c DN Alcte, BE3WgH§-l 1 fr£BBW#^2 0T?3JSn5&3Sffl#J& 

^j^^cdna^ (iob P «±) t^ns. -fe^iifcitfr y 

* , . _ ^r, > jt. — -r^ ^ t a urf* ll. a- ^ta «c»i i - ?_v i x z -r 4-1 ;1 /TA n M A Mffr Hr f.-+ ^i§" >£^r 

^p ~TI j/ .X 7J X b o u in /\ #1 y-r ^ w w ^ v • w 0 ^_ ^ l> ^ ^ ^ '^i/i 
[0 0 2 2] 

["Molecular Cloning. A Laboratory Man 
ual", Cold Spring Harbor Laboratory, 1 

9 8 9] izu-Dt-. mmmmte&tf&mimmm&mzmM&^^M^mmi 

fe-Dt-. c DNA^ttM [Kato, S. et a 1. , Ge n e 15 
0 : 243-250 (1994) ] tC$£o fc» 
[ 0 0 2 3] 

( 1) ef[7K^tK^^>^:^i■SSeRS:=I-KUTV^^>cDNA©S»U 
cDNA^^^'J-tlt, -7 4 ^□■9-;V3--7*HJISttHT- 1 0 8 0 c D 
N A7^f77 U - (WO 9 8/11217). #&ffi*fflII&#S aos-2cDN 




4$5}Z 10-254736 



jSlCo^T, K y t e - D o o 1 i t t 1 e [K y t e , J & Doo 

little, R. F. , J. Mol. Biol. 157: 105-132 ( 
1 9 8 2) ] icfcy, i^*ffi/S7K'f4^n-7^ 8|(7M£ K*^>0)^ 

^ >f > fc&frftSttzKKffcM^tffc* * n - > * D - > £ IsXmM 

[0 0 2 4] 

(2) 4 >tr hnasRic^sgas^ 

[ 35 S] *-^:*->&$fo&nU $gagjg4*£^#7>f V h-^7^JH,fc 

it* g T^T^^-^m^itmmm^ii 2. 5*1, 8i« (**;m:wjs) 

0. 5/tl, 7 5. ^SEiB^IK (;*^5J-->&"££fcvO 2/i 1, [ 35 S ] ^-t^:* 
^> 2/tl (0. 37MBq//tl) , T7RNA^'J^7 

-ifO. 5/iK RNasin20U fc-^tfil&JI 2 5 a* 1 ©KJ&fct*"? 3 O'CT' 

DV-AI^ (^D}1>!/) 2. 5 /i 1 5:ttbTlTofc 0 Mf5*&3 A 1 IC S D S 
t > ^ 'J > ^ A 7 7 7 - ( 1 2 5 mM F 'J ^SSSSlll, pH6. 8, 12 0m 
M2-^;i/*yM^;-;K 2%SDS^E 0. 0 2 b%y'U^y slJ —Jl 
y"A~. 2 0%VV±U-JV) 2 n 1 9 5TC 3^ISiD^«I.aL/fc«» S 

D S - aKU v ;br^ Ky^S&tfcS&lcfrW-fc. h7i?t^77-f -&ff 

[0 0 2 5] 

(3) COS 7(Cj;S|gJE 

^^©geStOSS?!'** 100/i g/m 1 T^tf^U 

>-^^2 x Y T§|2m 1 rf»T* 3 7 °C 2 B£|g|*8* L feffc. 1 
3K0 7 (5 0/til) %3&flOU 37fe-R**lfe. &4>IC «fc o T ftM L 
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5: 1 0 0 n 1 © 1 mM h U X - 0. 1 niMEDTA, p H 8 (T E) iCjRSgLfc 
[0 0 2 6] 

>f-^;i/ (DMEM) 5%C0 2 #^ET. 3 71Cr*^f§lbfe. lxl 0 5 

m<DCO S 7#fflBS£ 67v^°b- h ( ^ > ^ tt, 5v®Sg3 cm) iCffix.. 5%C 
0 2 #^T> 3 7TCT?2 2B#fBJJg£Lfc. *&ifilSS£^ U >HSiT'«tI 
&&i£U $f,t:50mMf'J^i (pH7. 5) £-g-frDMEM (TDM 
EM) T'SWbto ZKOjHflSlC — 1 ft 1 , DMEM & 
jfflO. 6ml. T R AN S F E CT AM™ ( I B F tt) 3 /* 1 & L t © 5: 
5%C0 2 #^ET, 3 7°CT? 3B£rSU&#Lfc„ t>^;HS5:^m T 
DMEMfttSS&^t, 1 0 %-Ji/j|&M?tMDMEMS: 1 7\*>fe »J 2 
mlj&D*., 5%C0 2 #^ET. 3 7°CiCT 2 HH#i6Lfco [ 35 S ] 

^•-r^fe^vNH [ 35 s] *?-*—y*istimi&iz&&Ltz.&. lSf^itfe. 

SDS-PAGE lCA^-tfc„ 
[0 0 2 7] 

(4 ) *n->09 

<HP 0 1 4 7 0> (ffi?J#^K 11, 2 1) 

\L V W*£c DNA7^7*7 U U - >H P01470(7)cDN 

A^ >+>-- h©^^»BE^J$r^^L^t^5, 157b P ©5' 1 
0 7 7 bp©ORF, 3 8 5 b p© 3' #f£lR£I^^ 6 Z>Wfk L T ^fc 0 

orfh3 5 87$ / Bft^**^ * s s a m £ n - KLts'j, i mm^mfcm 

MM -< >##£t L£ c 01CKy te-Doo 1 ittle CO^^t'^^Tc 



6 4 0 k D a t M ^ frcA^fifli & <h J&frtlS 4 3 . 5 k D a <Z> $J # bfc L 




1 0 — 2 5 4 7 



to (-3. -l) mmzmm-rzn* 

[0 0 2 8] 

*S£iK&XS5t3 9. 9kDa (SWI S S-PROT7^t>>a>^Q 1 0 

005) nmu&ztiisT^fco m2iz, *mmo)t: hmsn (hp) hm$k& 

iieg3 9. 9kDa (CE) 07 ^ 7 OT?'J<7)i£gc SraVf. - 1± =>r ^ y :/ £ 

m^^tMtimi-o ^«S«iCt)fcoT, 5 8. 9*0)PttS:|LT^fe. 
[0 0 2 9] 
[312] 



HP MAPQNLSTFCLLLLYL I GAV I AGRDFYK I LGVPRS ASI KD I KKAYRKLALQLHPDRNPDD 

*. . * **********... *. ..********* .******.** 

CE MR I LNVSLLVLASSLVAFVECGRDFYK I LGVAKN ANANQ I KKAYRKLAKELHPDRNQDD 
HP PQAQEKFQDLGA AYEVLSDSEKRKQYDTYGEEGL— KDGHQSSHGD I FSHFFGDFGFMFG 

*_******..*******.*** ** . ****. ..* * ***** * * 

CE EMANEKFQDLSSAYEVLSDKEKRAMYDRHGEEGVAKMGGGGGGGHDPFSSFFGDF-FG-G 
HP GTPRQQDRNIPRGSDI IVDLEVTLEEVYAGNFVEVVRNKPVARQAPGKRKCNCRQEMRTT 

* *.*.*...** *******.*.***. *.*,* .*..*.*.****.****. 

CE GGGHGGEEGTPKGADVT I DLFVTLEEVYNGHFVEI KRKKAVYKQTSGTRQCNCRHEMRTE 
HP QLGPGRFQMTQEV VCDECPN VKLVNEERTLEVE I EPG VRDGMEYPF I GEGEPH VDGEPGD 

*.*.***** * ***********.*...****.* *. .* . * ******..*.*** 

CE QMGQGRFQMFQVKVCDECPNVKLVQENKVLEVEVEVGADNGHQQ I FHGEGEPH I EGDPGD 
HP LRFR I KV VKHP I FERRGDDLYTNVT I SLVESLVGFEMD I THLDGHKVH I SRDK I TRPGAK 
*.*.*.. *** ***.************ . .* ****.* ***** *. . ***.*.***. 
CE LKFKIRI QKHPRFERKGDDL YTNVT I SLQDALNGFEME I QHLDGH I VKVQRDK VTWPG AR 
HP LWKKGEGLPNFDNNN I KGSL 1 1 TFDVDFPKEQLTEEAREG I KQLLKQGSVQ-KVYNGLQG 
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CE LRKKDEGMPSLEDNNKKGMLVVTFDVEFPKTELSDEQKAQI IEILQQNTVKPKAYNGL 
[0 0 3 0] 

*cDNAroSilE^J^^VNTGenBank?:tiltt35, ES 

8 2 8 3 8) ff&m&tiT^fctf* %tftmw£<D~c*mn(Dm&ntmcm&n 

[0 0 3 1] 

<HP 0 2 4 1 9> (B^2, 12, 2 2) 

tM«cDNA7^7'J-fr^^{'D->HP0 24 1 9©cDN 

> . — - ^ r- <i i. _ ^ c ' -rb«*r=n.&Wfce R 

8ibp©ORF. 1 1 2 0 b p© 3' #|HfllRM^ & ^ bTV*fc. 
ORF(i2 2 6 7^i»^^5SS&3-FlTfc^ 4fiM©M 
SitK^-f @2CKyte-Dool i tt 1 e 

[0 0 3 2] 

t: b QzW-M. fi^KIAAO 10 8 (SWI S S-PROTTn^a^Q 1 
5 0 12) i:|««LT^fe. ^3(C. (HP) fct b 

tiSSSKI AAO 108 (K I ) ©T ^ ^ gEBE^J©Jt«jS:^'r . -It^f^rv 

[0 0 3 3] 
[*3] 



MKMVAPUTRFYSNSGCLCCH VRTGT I LLGVWYL I I NAVVLLI LLSALADPD QY 
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KI MVSMSFKRNRSDRFYSTRCCGCCHVRTGTI ILGTWYMVVNLLMAILLTVEVTHPNSMPAV 
HP NFSSSELGGDFEF-MDDANMC I AI A I SLLM ILI CAMATYGAYKQRAAWI IPFFCYQ I FDF 

*_ m .* * *. .*.*.**..*..* . *** . *.******..««* 

KI NIQYEVIGNYYSSERMADNACVLFAVSVLMFI ISSMLVYGAISYQVGWLIPFFCYRLFDF 
HP ALNMLVA ITVL IYPNSI QEY I RQLPPNFPYRDDVMSVNPTCLVL 1 1 LLF I S 1 1 LTFKGYL 

****. *.* .*.**. ** *.***.** **..*.*.* **.** 

K I VLSCLVA I SSLTYLPR I KEYLDQL-PDFPYKDDLLALDSSCLLF I VLVFFALF 1 1 FKAYL 
HP I SCVWNCYRY I NGRNSSDVLV YVT-SNDTTVLLPPYDDATVNGAAKEPPPPYVSA 

*.******.***.** ** **.* . ..*******..* 

K I I NCVWNCYKY I NNRNVPEI AV YPAFEAPPQYVLPTY-EMAVKMPEKEPPPPYLPA 



[0 0 3 4] 

*cDNAffif&Sa^?'J^fflV^TGenB ank$:t^tti:^5, ES 

73214) ^t^$^t^t/)\ mfrMFiten-z^&m&M&'iSiiimcw&n 

[0 0 3 5] 

<HP0263 1> (Se^J#-^ 3 % 13, 23) 

fc: h#E*lM#fflfl£*fcS a o s - 2 c DNA5>f^7 U - bftfe? P->H 

P 0 2 6 3 1 CD c DNA>f>t- h 0>£&aSBB#l£8fc5£ kfc £: 3 5, 4 2 b p CD 
5' #fS|R«c. 588bpCDORF, 7 5 0 bp®3' ^BaRf 
it^r^LTVxfeo 4 9#gcDT^ J ±n K^KfcoTV^tf, SflKg 

*TfBtttfiSv^ ORFlil 9 57^ ,/HI#S*^fc5gfiK& 

jjl >f >##£Lfco 03l:Kyte-Dool ittle fc#Sfi 
^CO^TKtt/STK'ffiyn 7 -f -^Sr^-T. >f hnBS?0>*£*, 5 8 k D a CD 
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S#^-*2 2 k D a J: y*£V^T*> ffi<Z>Se JtfcfBS^M LT V n >g> oltg'i*^ i« 
[0 0 3 6] 

8M!ISaRC3 5C5. 3 (EMB >#"^Z 7 8 4 1 7) £8 

M^^LT^,, 5£4iC, *|g^CDtb^eS (HP) i:MMe«C3 

5C5. 3 (ce) <dt $ jmmma&nztt't. *saH©7 5;»s?!i©tf 

. _ . ..r. ^ _L. rr/^ > A. AnT 1^ > J J- O O O/ /7> "tR ISt (Mr I T 

*ias®4 9$@oDM3F> (-t w >r» ©«u^tt, *S&g fi Sl- 
[0 0 3 7] 
[*4] 

*4 



Hp MRLLLL 

CE MRIHDELQKQDMSRFGVFIIGVLFFMSVCDVLRTEEHSHDENHVHEKDDFEAEFGDETDS 
HP LLVAASAMVRSEASANLGGVPSKRLKMQYATGPLLKFQ I CVSUGYRRVFEEYMRV I SQRY 

* *. . *** **. . . .* 
CE QSFSQGTEEDH I EVREQSSFVKPTAVHHAKDLPTLR I FYCVSCG YKQAFDQFTTFAKEKY 
HP PDIRIEGENYLPQPIYRHIASFLSVFKLVLIGLI I VGKDPFAFFGMQAPSIWQWGQENKV 

*...***.*. * ..* ** * *•• * •**■ **• * * * •••**• 

CE PNMPI EGANFAPVLWKAYVAQALSFVKMAVLVLVLGG I NPFERFGLGYPQI LQHAHGNKM 



CE SSCMLVFMLGN1.VHQSLI STGAFHVYLGNEQIWSKI ESGRVPSPQEFMQLIDAQLAVLGK 
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HP MDSIPHHRS 



CE APVNTESFGEFQQTV 



[0 0 3 8] 

*cDNA0JftiSJ!I?:ffl^tGenBankS:tlSltL/fci:i5, ES 
TCDtfUC, 9 0%J^Ji©ffl|^ttS:3&"r& : fc© (WiH 7ni/3>SfAAl 

5 6 9 6 9) #g#3tlTV*fc#, ais^ffi^j«;©-e*«^©sa^fcH^saR 

[0 0 3 9] 

<HP 0 2 6 9 5> (iM^4, 14. 2 4) 

H MicDNA7^^7'J-*?)#^fe^n->HP 0 2 6 9 5©cDN 
A>f b©±i£«I#l£&j£Lfci:z:5, 1 1 2bp©5' 1 

0 2 0 bpfflORF, 1 60bp©3' itMMW&fr e> & £: ^ L T V%fe„ 

ORFtt3 3 975 ;Ml*^^SgaS5:3- KUtfeU, 3 @mtf)#££BI 
SiiF;*H'>###L£o i4t:Kyte-Doo 1 it t 1 e 
#gfiK(0SR#tt/&7M4:7n 7 4 -JiZm^-. A > tf h nfSIKcD*^ ORF 
7b^^^$tl-g>^ v -7-S3 8, 2 7 4 tm$mC 3 8 k D a <Dm%lM®l&£.&. b 

o 

[0 0 4 0] 

9>y MSfJfiLffiSNtSfiKS - 2»r# (P I R7 ^iz^>3 5 3 9 9 5 9) £: 

^-eHt&^u-rv**:,, msiz, ^©thsei (hp) t ^ y MgjfiuEsi* 

&-£*l-e;ft3S"r. ±1H£lC;fofcoT, 74. 3 %0fflH1S5:f Lt^fe. 
[0 0 4 1] 
[f£5] 
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HP MNWELLLWLLVLCALLLLLVQLLRFLRADGDLTLLWAEWQGRRPEWELTDMVVWVTGASS 

HP GIGEELAYQLSKLGVSLVLSARRVHELERVKRRCLENGNLKEKDILVLPLDLTDTGSHEA 

****_******************.**. **. 
RN VKRRSLENGNLKEKDILVLPLDLADTSSHDI 
HP ATKAVLQEFGR I DILVNNGGMSQRSLCMDTSLDVYRKL I ELNYLGTVSLTKCVLPHM IER 
***.****************... ** .*..*... ***.***************.** 
RN ATKTVLQEFGR I DI LVNNGGV AHASLVENTNMD I FKVL I EVNYLGTVSLTKCFLPHMMER 
HP KQGK I VTVNS I LG 1 1 SVPLS I GYCA SKH ALRGFFNGLRTELAT YPG 1 1 VSN I CPGPVQSN 

3fC 3jC 3(C 3(C 3|C ^ m ^ 

RN NQGKIVVMKS 



[0 0 4 2] 

*cDNA©SSffi?lJ&M^TGe nBa nk$:^ilfet35, ES 
3 3 1) #g»£*iT^fc#. gp^lB^*©T*l6^©Sa5Cfcl^CSaiCS:3 
[0 0 4 3] 

<HP1003 1> (IJ7U#-^ 5 . 15, 25) 

t. h#^lM0^S aos-2cDNA5^7 U - ^ ^ ft tlfe * n - > H 
P 1 0 0 3 1fficDNA^>f - hCD^mSiH^J?:^:^ Lfe fc: 5. 5 5 b p <D 
5' #fSfR«u 1 4 6 4 bproORF, 6 4 9 b p©3' #MWlffl&-fr £ & £ 
il^f LT^t 0 ORFtJ4 8 77^ ;i»^!fc?>iaS5:3- KITS 
»J» 1 iem©*££&Jt&K:*-f >##£bfcc 05i:Kyte-Dool it 




4f 5p 1 0— 2 5 4 7 



iMISSCE LK07H8 (GenBankT^-fei/3 A F 0 4 7 

6 5 9 ) t.m&ftz^LT^r~ 0 *6tc, *mm<D\ihm&w (hp) t%%&m. 

iSfitCELK07H8 (CE) <DT $ J ^SE^(J©it^^^i" 0 

jmm^tti^timt. N^mmzm<±Mmc.frtciT, 44. 2%<z)tBia! 

[0 0 4 5] 
[*6] 



HP 



MDGTETRQRRLDSCGKPGELGLPHPLSTGGLPVAS 



CE MKGGGGIGDGKKDYQSAVHEGLTTFDQLGIALEDVGKSMDAETATPGGSLFSRVIFRFRN 
HP EDGALRAPESQSVTPKPLETEPSRETAWS I GLQVTVPFMFAGLGLSWAGMLLDYFQHWPV 

* * ***** **** **..*. **. 

CE ENSSLKSRTYDHSNDLVNMSVIPAESSYVLFFQVLFPFAVAGLGMVFAGLVLSI VVTWPL 
HP FVEVKDLLTLVPPLVGLKGNLEMTLASRLSTA ANTGQ I DDPQEQHRV I SSNLAL I QVQAT 

* * * *** * **************** ** * * * ********* 
CE FEE I PE I L I LVPALLGLKGNLEMTLASRLSTLANLGHMDSSKQRKDVV I ANLALVQVQAT 
HP VVGLLAAVAALLLGVVSREEVDV AKVELLCASSVLTAFLAAFALGVLMVC I V I G ARKLGV 

**..**.. * * * *. .*.****. ** *.,.*..*** ** 

CE VVAFLASAFAA ALAF I PSGDFDWAHGALMCASSLATACSASLVLSLLMVVV I VTSRKYN I 
HP NPDN I ATP I AASLGDL I TLS I LALVSSFFYR-HKDSRYLTPLVCLSFA ALTPVWVL I AKQ 

****.***********. **. . **. .* * . * *. .* . * * * *. **. . 

CE NPDNVATP I AASLGDLTTLTVLAFFGSVFLKAHNTESKLNV I V I VLFLLLLPFW I K I ANE 
HP SPP I VK I LKFGWFP 1 1 LAMV I SSFGGL I LSKTVSKQQYKGMA I FTPV I CG VGGNLVA I QT 

* * * * #** *# * * ** ******** 

CE NEGTQETLYNGWTPV I MSML I SSAGGF I LETAV — RRYHSLSTYGPVLNGVGGNLAAVQA 
HP SR I STYLHMWSAPGVLPLQ — MKKFWPNPCSTFCTSE I NSMSARVLLLLVVPGHLI F-FY 



11-3059879 
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** *** * **** ...*.. ..*..* .*.*************. * * 

CE SRLSTYFHKAGTVGVLPNEWTVSRF-TSVQR AFFSKEWDSRSARVLLLLVVPGH I CFNFL 
HP I - I YLVEGQSV I NSQ— TFVVLYLLAGL I QVT I LLYLAEVM VRLTWHQALDPDNHC I PYL 
* * ** * ***.*** * * *. .**** **** 

. . ..... • . . . • • • * • 

CE I QLFTLTSKNNVTPHGPLFTSLYM I AA 1 1 QV V I LLFVCQLLV ALLWKWK I DPDNSV I PYL 
HP TGLGDLLGTGLLALCFFTDWLLKSKAELGG I SELASGPP 

*^********** . *.* 

CE TALGDLLGTGLLF I VFLTTDHFDPKELTSS 



■• J ■ — - > <J 



[0 0 4 6] 

*c D N A CDJ^SSti^'j ^ffl^'CG e n B a n kz»bcc 

34000) fff£«3*vt^fe*^ «p^fB?u«:©T*2ic^©sas^ raises 

[0 0 4 7] 

<HP 1 0 5 3 0> (ffi^6, 16, 2 6) 

\l h^mmms&ffis a o s - 2 c dna9>t -fr*>*§e>*ifc*n->H 

P 1 0 5 3 OfflcDNA^t- h<D^i£SBH3?tIS:^bfei:Z15, 8 0 b v (D 
5' #SIR^> 1182bpfflORF, 95b P ©3' *HtRM«*^ 
ig&;£l/TV*fc. ORF(i3 9 3 75 ;i^IA^45S9I$:3- KbTfcU 
, N^«Kl&£#S&^^-^###bfe. |61CKyte-Doolittle 

(Dtgm, ORF*^?Ji§tl5^i4 4, 9 1 2 «fc U^**^^ 6 k D a <D 

mmmvatf Otitis t~. ^nv-AWst #&->*v-;i/#^®t 
(-3. -l) mmzmR-tzt* ^iiestt2 3t@©v^> 




43¥ 10 — 254736 



yD^tXtfiigeS IG002 N01 (GenBan kT^tya A 
F 0 0 7 2 6 9) fclBfKft&^LT V^fe. ^ 7 IC, hSSK (HP) 

fci/D>ftXtfiJSgefiIG0 0 2N0 1 (AT) 5. 7 g&BB#Jtf>J£«t£^ 

&&9L£.mU7^J&j&&* J £Mti&'*. NASSAU 3 5 575 y gft^Slcfcfc 
oT\ 2 7. 0%©ffilRH4S:^L/TV^fc o 

[0 0 4 9 ] 

[*7] 



7 




MRTLFNLLWL 



AT MELTSFQKSPSSNDVVSFSVSLVRNSMARRRRSSAAESLKRRNDGYESLCQVVQQDSDRR 
HP ALACSPVHTTLSKSDAKKAASKTLLEKSQFSDKPVQDRGLVVTDLKAESVVLEHRSYCSA 



AT LITIFVIFFIVIPAVSI AVYKVKFADRVIQTESSIRQKGIVKTDINFQEILTEHSK — AS 
HP KARDRHFAGDVLGYVTPWNSHGYDVTKVFGSKFTQISPVWLQ-LKRRGREMFEVTGLHDV 

....**.. **.*.** ..* .. * *.* *..** **... 

AT ENSTRHYDYPVLAYITP — CQGSGL — VLEGR-HNADKGWIQELRSRGNALSASKGLPKL 
HP DQGWMR AVRKHAKGLH I VPRLLFEDWTYDDFRN VLDSEDE I EELSKTV VQV AKNQHFDGF 

AT YNSCIFHALKRMNFFTLELVNFNTYLVIMFALNS-REMEYNGIVLESWSRWAAYGVL 

HP VVEV WNQLLSQKR VGL I HMLTHLAEALHQ ARLLALLV I PPA I TPGTDQLGMFTHKEFEQL 

* * * . * * 

... . * ... .... • • • •«••■• 

AT HDPDLRKMALKFVKQLGDALHSTSSPRNNQQHMQFMYVVGPPRSEKLQMYDFGPEDLQFL 

HP APVLDGFSLMTYDYSTAHQPGPNAPLSWVRACVQ-VLDPKSK WRSKILLGLNFYGM 

.*********.*....******..*. .. .* .*.***.***« 

AT KDSVDGFSLMTYDFSNPQNPGPNAPVKW I DLTLKLLLGSSNN I DSN I ARKVLLG I NFYGN 
HP DYATSKDAREPVVGARY I QTLKDHRPRMVWDSQASEHFFEYKKSRSGRHVVFYPTLKSLQ 



ffitE4f ¥ 1 1-3059879 
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• • 

*...* * *. . *..*.* . ** **.* * *.******.«. 

AT DFV I SGGGGGA I TGRDYLALLQKHKFTFR WDKESGEHLFMYRDDKN IKHAVFYPTLMSI L 
HP VRLELARELGVGVSIWELGQGLDYFYDLL 

m *** ** *. **. ..* 
AT LRLENARLKG I G I S I WEI GQDKGHFGK Y AEASLEASS I FSGHTFDMQFRTNPRQLSRNGS 



[0 0 5 0] 

^cDNAOigiS^fe/SV^GenBank&^lfetiS, ES 

TCD^fC, 9 0%Jt^_htf> SIM'S 5:^1" 7ni/3>lfAA3 

0 2 9 1 3) #g»3ft-c^fc#, ffls^ffi^I* ©t?*58^©S fi Ki: H^SejS 
£ n — h v LTV^^ii9^ ii^uS "cr s & V "»„ 
[0 0 5 1 ] 

<H P 1 0 5 4 1 > (K#J##7, 17, 2 7) 

HMjficDNA7^/7 y-fr^^tlfc^n-i/HP 1054 lCcDN 
y<D±i&MMm*ykfel<t=.£.Z.?>. 7 bp© 5' fMMKlRMu 59 1 
bpfflORF, 113bpffi3' imtRmt&frb&Z>W&Z^Lr^fz.o ORF 

■^-;i/^#^Ebfc. 071CK yte-Doolittl e©*iST'#i!)fe*SSS 

(Dmyk&/Wlyk&?u-7 j -jbZB-f* 4 y tf h nHIR©*^ ORF^e>f« 

$*l£#^-*2 1, 5 5 3 i U ^^^t V> 2 3 k D a ©BIRlM^tfe. 3 
<Z)fi£, ^^DV-A^lDtSJ:. ^ifci/^;i/A^WTStlfc^^.e>4xS 2 0 k 
d a i:mm.tfttjjn£tifci:%7L'ofti> 2 3 k D a <DMygW£.i£Lfco fi&i; V^- 

)\smnwW[U&^m'&'£%>z> (-3. -n sum is ^iiaitt4 

gAsn-Leu-Thr) #£f £o 

hi h ^r'M^^t'lK (GenBankT^-fei/3 >§^A F 0564 92) 




$f 10-254736 



^iistt^tit^t. ^8(c, mzm&t Mas (hp) tthft-^> 
net (zm) cor j mmwitmz^-t* -it*?* *\**&m<D 

tlSto «il 3 37^;i5lS!:tofeoT, 37. 6 %<Dffim&*% IT 

[ 0 0 5 3 ] 
[*8] 



HP MWRVPGTTRRPVTGESPGMHRPEAMLLLLTLALLGGPTWAGKMYGPGGGKYFS-TTEDYD 

ZM MLTVALLALLCASASGNAIQARSSSYSGEYGSGGGKRFSHSGNQLD 
HP HEITGLRVSVGLLLVKSVQVKLGDSWDVKLGALGGNTQEVTLQPGEYITKVFVAFQAFLR 
**.***.*. . ..**. *. * . .*. . *. . *. * . *** ...* .. .*. 
ZM GPI TALRVRVNTYY I VGLQVRYGKVWSDYVGGRNGDLEEI FLHPGESV I QVSGKYKWYLK 
HP GMVMYTSKDRYFYFGKLDGQ I SSAYPSQEGQVLVG I YGQYQLLG I KS I GFEWN-YPLEEP 

*** .* .**..****. * *..**..*. ** 
ZM KLVFVTDKGRYLSFGKDSGTSFNAVPLHPNTVLRFISGRSGSL-IDAIGLHWDVYPTSCS 
HP TTEPPVNLTYSANSPVGR 

ZM RC 



[0 0 5 4] 

*cDNA0SSi?JSfflv^TGenBankS:^Lfcm5, ES 
4 0 6 0 5) #g«3*i-0*fc#, $#Be^J&©T*#$gE<Z>gBKfcH£gaSt 
[ 0 0 5 5] 

<HP 1 0 5 5 O> (PJ#^8, 18. 2 8) 



miiE^¥ 11-3059879 
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t (sf^c DNA7'f^7 l J-^b#^f^D->HP 1 0 5 5 0©cDN 

ka yv- h(D±i&mmq*®:fcLt-£ 2 4 1 b P <d 5 * ^hiram. 3 

24b P CDORF < 86b P 03' }mmm*&fr^teZ>M&*%^~t^t=.o OR 
F li 1 0 7 7 5 y g?£IS^'o&£MaK5:=i- FbTfcU, 1 ffim^^^^Mii 
>f >##£EL£:. |8ICKyte-Dool i tt le (D^^T*#*?)fc*S 

[0 0 5 6] 

4 8 3 1 0) ^efitsnTVNfcA^ ^#BB#I&©T?#?8f!l30>5fiEt£lHj liSGK 
[0 0 5 7] 

<HP 1 0 5 9 0> (ffl#J#-£9. 19, 2 9) 

th7^ :/n*9">>l/:3 — vUHB&^H T— 1 0 8 0 c DNA74^7'J-A^H^ 
tlfe^7 □ - >H P 1 0 5 9 0 CO c DNA^>t- h 0>£*aSK#l$:Sfej£ bfe 3. 
5, 77bp05' 1 0 5 3 bp®ORF, 1 80bp®3' 

fK^crt^fc<£>»3£S:^L'r ORFS3 5075 ;^lA^^5Sai 

KUTfcy. l«m©«l^lKSii K^-O^^&bfeo 09fCKyte- 
Doolittle <ols&T?&ihtt&&n<Dftfc&/Wk&7uy 4 - 
-To -OtfhnaiRWilg^ ORF*?,fi$tl5^l3 9, 2 8 5 £:&t3:|lJ 

^#JDS ftfe t#A ?>ft5 4 3 k D a ©H!j*^bfc. ^C0mBU<DT 
$T (144#SAsn-Asn-Ser. 3 2 8#gA s n-L e u-Th r) 



T(7)rfUC, 9 0 %J.Xh(Z)ff][Hjtt£4/i-& ^» CfllX-li, 7^ty3>t ^AA4 




10 — 254 736 



6 1 3 4 6) tf&mznx^fctf. gp#K^jfc<z)-e#$sre©gBei:[Rrt;ga£ 

fen- FLTV*S;fr£5frl±*!l5£T*£fc^o 
[0 0 5 9] 

< H P 1 0 5 9 1 > 1 0. 2 0. 3 0) 

th7-f -fU-^JVn- vfflfl&^HT - 1 0 8 0 c DNA7^^7 D 
4lfe^D->HP 1 0 5 9 1 ®cDNAOf - h C^Iiie^J L £ 3 

5. 2 3 2 b p © 5 ' #®|RM^c, 3 24 bpfflORF, 8 4 4 bp©3' 
SRM^^^J&SflliSSr^LT^fco ORFlil 0 775 7 Sft^aSA^^SSfiR 
Srrr-FLTfey, 1 fl5m©li5£&K® K* >f Ufc. 01 OJCKy t e 

-Doolittle ©tS"et^fe*iei©M/i*tt^D -7 

PUD 1 2 k D a ©Hif?Ii4i>#£j*Lfc. 
[0 0 6 0] 

Sfc, *cDNA0tSI2M^ffl^TGenBank?:tibfci:'5, ES 
4 2 4) #g«£*iT^fc#. SP^BB^Jft©"C*2fc#6W©SejBt^Pri:Ma«S:3 
[0 0 6 1] 

<z) d n a li. ae^mM^n-^ate^^mit^^t itivN^it^ 
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[0 0 6 2] 

<110> Sagami Chemical Reserach Center , 
Protegene Inc. 

<120> Hunan proteins having hydrophobic domains and DNAs encoding these 

proteins 

<130>S018165 

<160> 30 

[0 0 6 3] 
<2I0> I 
<211> 358 
<212> PRT 

<213> Hobo sapience 
<400> 1 

Met Ala Pro Gin Asn Leu Ser Thr Phe Cys Leu Leu Leu Leu Tyr Leu 

15 10 15 

lie Gly Ala Val He Ala Gly Arg Asp Phe Tyr Lys He Leu Gly Val 

20 25 30 

Pro Arg Ser Ala Ser lie Lys Asp He Lys Lys Ala Tyr Arg Lys Leu 

35 40 45 

Ala Leu Gin Leu His Pro Asp Arg Asn Pro Asp Asp Pro Gin Ala Gin 

50 55 60 

Glu Lys Phe Gin Asp Leu Gly Ala Ala Tyr Glu Val Leu Ser Asp Ser 
65 70 75 80 

Glu Lys Arg Lys Gin Tyr Asp Thr Tyr Gly Glu Glu Gly Leu Lys Asp 

100 105 110 




1 0 — 2 5 4 7 16 



Phe Gly Phe Met Phe Gly Gly Thr Pro Arg Gin Gin Asp Arg Asn He 

115 120 125 

Pro Arg Gly Ser Asp lie lie Val Asp Leu Glu Val Thr Leu Glu Glu 

130 135 140 

Val Tyr Ala Gly Asn Phe Val Glu Val Val Arg Asn Lys Pro Val Ala 
145 150 155 160 

Arg Gin Ala Pro Gly Lys Arg Lys Cys Asn Cys Arg Gin Glu Met Arg 

165 170 175 

Thr Thr Gin Leu Gly Pro Gly Arg Phe Gin Met Thr Gin Glu Val Val 

180 185 190 

Cys Asp Glu Cys Pro Asn Val Lys Leu Val Asn Glu Glu Arg Thr Leu 

195 200 205 

Glu Val Glu He Glu Pro Gly Val Arg Asp Gly Met Glu Tyr Pro Phe 

210 215 220 

He Gly Glu Gly Glu Pro His Val Asp Gly Glu Pro Gly Asp Leu Arg 
225 230 235 240 

Phe Arg lie Lys Val Val Lys His Pro He Phe Glu Arg Arg Gly Asp 

245 250 255 

Asp Leu Tyr Thr Asn Val Thr He Ser Leu Val Glu Ser Leu Val Gly 

260 265 270 

Phe Glu Met Asp lie Thr His Leu Asp Gly His Lys Val His lie Ser 

275 280 285 

Arg Asp Lys He Thr Arg Pro Gly Ala Lys Leu Trp Lys Lys Gly Glu 

290 295 300 

Gly Leu Pro Asn Phe Asp Asn Asn Asn He Lys Gly Ser Leu lie lie 
305 310 315 320 

Thr Phe Asp Val Asp Phe Pro Lys Glu Gin Leu Thr Glu Glu Ala Arg 

325 330 335 

Glu Gly He Lys Gin Leu Leu Lys Gin Gly Ser Val Gin Lys Val Tyr 



2 5 
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340 345 350 

Asn Gly Leu Gin Gly Tyr 

355 

[0 0 6 4] 
<210> 2 
<211> 226 
<212> PRT 

<213> Homo sapience 
<400> 2 

Met Lys Met Val Ala Pro Trp Thr Arg Phe Tyr Ser Asn Ser Cys Cys 

i- 1 A 1 ^ 

1 o -iv 

Leu Cys Cys His Val Arg Thr Gly Thr lie Leu Leu Gly Val Trp Tyr 

20 25 30 

Leu He He Asn Ala Val Val Leu Leu He Leu Leu Ser Ala Leu Ala 

35 40 45 

Asp Pro Asp Gin Tyr Asn Phe Ser Ser Ser Glu Leu Gly Gly Asp Phe 

50 55 60 

Glu Phe Met Asp Asp Ala Asn Met Cys lie Ala lie Ala lie Ser Leu 
65 70 75 80 

Leu Met lie Leu lie Cys Ala Met Ala Thr Tyr Gly Ala Tyr Lys Gin 

85 90 95 

Arg Ala Ala Trp He He Pro Phe Phe Cys Tyr Gin He Phe Asp Phe 

100 105 HO 

Ala Leu Asn Met Leu Val Ala He Thr Val Leu lie Tyr Pro Asn Ser 

115 120 125 

He Gin Glu Tyr He Arg Gin Leu Pro Pro Asn Phe Pro Tyr Arg Asp 



- i 1 
145 



150 



lo5 



160 
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Phe He Ser lie lie Leu Thr Phe Lys Gly Tyr Leu lie Ser Cys Val 

165 170 175 

Trp Asn Cys Tyr Arg Tyr He Asn Gly Arg Asn Ser Ser Asp Val Leu 

180 185 190 

Val Tyr Val Thr Ser Asn Asp Thr Thr Val Leu Leu Pro Pro Tyr Asp 

195 200 205 

Asp Ala Thr Val Asn Gly Ala Ala Lys Glu Pro Pro Pro Pro Tyr Val 

210 215 220 

Ser Ala 
225 

[0 0 6 5] 
<210> 3 
<211> 195 
<212> PRT 

<213> Homo sapience 
<4O0> 3 

Met Arg Leu Leu Leu Leu Leu Leu Val Ala Ala Ser Ala Met Val Arg 

15 10 15 

Ser Glu Ala Ser Ala Asn Leu Gly Gly Val Pro Ser Lys Arg Leu Lys 

20 25 30 

Met Gin Tyr Ala Thr Gly Pro Leu Leu Lys Phe Gin He Cys Val Ser 

35 40 45 

Xaa Gly Tyr Arg Arg Val Phe Glu Glu Tyr Met Arg Val lie Ser Gin 

50 55 60 

Arg Tyr Pro Asp He Arg He Glu Gly Glu Asn Tyr Leu Pro Gin Pro 
65 70 75 80 

He Tyr Arg His He Ala Ser Phe Leu Ser Val Phe Lys Leu Val Leu 

85 90 95 

He Gly Leu He lie Val Gly Lys Asp Pro Phe Ala Phe Phe Gly Met 

2 7 ffiU4$¥ 11-3059879 
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100 105 110 

Gin Ala Pro Ser He Trp Gin Trp Gly Gin Glu Asn Lys Val Tyr Ala 

115 120 125 

Cys Met Met Val Phe Phe Leu Ser Asn Met He Glu Asn Gin Cys Met 

130 135 140 

Ser Thr Gly Ala Phe Glu He Thr Leu Asn Asp Val Pro Val Trp Ser 
145 150 155 160 

Lys Leu Glu Ser Gly His Leu Pro Ser Met Gin Gin Leu Val Gin He 

165 170 175 

Leu Asp Asn Glu Met Lys Leu Asn Val His Met Asp Ser He Pro His 
180 185 190 

His Arg Ser 
195 

[0 0 6 6] 

<210> 4 
<211> 339 
<212> PRT 

<213> Homo sapience 
<400> 4 

Met Asn Trp Glu Leu Leu Leu Trp Leu Leu Val Leu Cys Ala Leu Leu 

15 10 15 

Leu Leu Leu Val Gin Leu Leu Arg Phe Leu Arg Ala Asp Gly Asp Leu 

20 25 30 

Thr Leu Leu Trp Ala Glu Trp Gin Gly Arg Arg Pro Glu Trp Glu Leu 

35 40 45 

Thr Asp Met Val Val Trp Val Thr Gly Ala Ser Ser Gly He Gly Glu 



I li t - l j l .: 



65 



70 



80 
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Ala Arg Arg Val His Glu Leu Glu Arg Val Lys Arg Arg Cys Leu Glu 

85 90 95 

Asn Gly Asn Leu Lys Glu Lys Asp He Leu Val Leu Pro Leu Asp Leu 

100 105 110 

Thr Asp Thr Gly Ser His Glu Ala Ala Thr Lys Ala Val Leu Gin Glu 

115 120 125 

Phe Gly Arg He Asp He Leu Val Asn Asn Gly Gly Met Ser Gin Arg 

130 135 140 

Ser Leu Cys Met Asp Thr Ser Leu Asp Val Tyr Arg Lys Leu He Glu 
145 150 155 160 

Leu Asn Tyr Leu Gly Thr Val Ser Leu Thr Lys Cys Val Leu Pro His 

165 170 175 

Met He Glu Arg Lys Gin Gly Lys lie Val Thr Val Asn Ser lie Leu 

180 185 190 

Gly He He Ser Val Pro Leu Ser He Gly Tyr Cys Ala Ser Lys His 

195 200 205 

Ala Leu Arg Gly Phe Phe Asn Gly Leu Arg Thr Glu Leu Ala Thr Tyr 

210 215 220 

Pro Gly He lie Val Ser Asn lie Cys Pro Gly Pro Val Gin Ser Asn 
225 230 235 240 

lie Val Glu Asn Ser Leu Ala Gly Glu Val Thr Lys Thr He Gly Asn 

245 250 255 

Asn Gly Asp Gin Ser His Lys Met Thr Thr Ser Arg Cys Val Arg Leu 

260 265 270 

Met Leu He Ser Met Ala Asn Asp Leu Lys Glu Val Trp He Ser Glu 

275 280 285 

Gin Pro Phe Leu Leu Val Thr Tyr Leu Trp Gin Tyr Met Pro Thr Trp 

290 295 300 

Ala Trp Trp He Thr Asn Lys Met Gly Lys Lys Arg He Glu Asn Phe 
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305 310 315 320 

Lys Ser Gly Val Asp Ala Asp Ser Ser Tyr Phe Lys lie Phe Lys Thr 

325 330 335 

Lys His Asp 

[0 0 6 7] 

<210> 5 
<211> 487 
<212> PRT 

<213> Homo sapience 

<400> 5 

Met Asp Gly Thr Glu Thr Arg Gin Arg Arg Leu Asp Ser Cys Gly Lys 

15 10 15 

Pro Gly Glu Leu Gly Leu Pro His Pro Leu Ser Thr Gly Gly Leu Pro 

20 25 30 

Val Ala Ser Glu Asp Gly Ala Leu Arg Ala Pro Glu Ser Gin Ser Val 

35 40 45 

Thr Pro Lys Pro Leu Glu Thr Glu Pro Ser Arg Glu Thr Ala Trp Ser 

50 55 60 

He Gly Leu Gin Val Thr Val Pro Phe Met Phe Ala Gly Leu Gly Leu 
65 70 75 80 

Ser Trp Ala Gly Met Leu Leu Asp Tyr Phe Gin His Trp Pro Val Phe 

85 90 95 

Val Glu Val Lys Asp Leu Leu Thr Leu Val Pro Pro Leu Val Gly Leu 

100 105 110 

Lys Gly Asn Leu Glu Met Thr Leu Ala Ser Arg Leu Ser Thr Ala Ala 



130 



135 



140 
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Ser Asn Leu Ala Leu He Gin Val Gin Ala Thr Val Val Gly Leu Leu 



145 



150 



155 



160 



Ala Ala Val Ala Ala Leu Leu Leu Gly Val Val Ser Arg Glu Glu Val 



165 



170 



175 



Asp Val Ala Lys Val Glu Leu Leu Cys Ala Ser Ser Val Leu Thr Ala 



180 



185 



190 



Phe Leu Ala Ala Phe Ala Leu Gly Val Leu Met Val Cys lie Val He 



195 



200 



205 



Gly Ala Arg Lys Leu Gly Val Asn Pro Asp Asn lie Ala Thr Pro He 



210 



215 



220 



Ala Ala Ser Leu Gly Asp Leu He Thr Leu Ser He Leu Ala Leu Val 



225 



230 



235 



240 



Ser Ser Phe Phe Tyr Arg His Lys Asp Ser Arg Tyr Leu Thr Pro Leu 



245 



250 



255 



Val Cys Leu Ser Phe Ala Ala Leu Thr Pro Val Trp Val Leu He Ala 



260 



265 



270 



Lys Gin Ser Pro Pro lie Val Lys He Leu Lys Phe Gly Trp Phe Pro 



275 



280 



285 



lie He Leu Ala Met Val He Ser Ser Phe Gly Gly Leu lie Leu Ser 



290 



295 



300 



Lys Thr Val Ser Lys Gin Gin Tyr Lys Gly Met Ala He Phe Thr Pro 



305 



310 



315 



320 



Val He Cys Gly Val Gly Gly Asn Leu Val Ala He Gin Thr Ser Arg 



325 



330 



335 



He Ser Thr Tyr Leu His Met Trp Ser Ala Pro Gly Val Leu Pro Leu 



340 



345 



350 



Gin Met Lys Lys Phe Trp Pro Asn Pro Cys Ser Thr Phe Cys Thr Ser 



355 



360 



365 



Glu He Asn Ser Met Ser Ala Arg Val Leu Leu Leu Leu Val Val Pro 



ffSSE^ 5 ? 1 1-3059879 



4f ^ 10—254736 



370 375 380 

Gly His Leu He Phe Phe Tyr He lie Tyr Leu Val Glu Gly Gin Ser 
385 390 395 400 

Val He Asn Ser Gin Thr Phe Val Val Leu Tyr Leu Leu Ala Gly Leu 

405 410 415 

He Gin Val Thr He Leu Leu Tyr Leu Ala Glu Val Met Val Arg Leu 

420 425 430 

Thr Trp His Gin Ala Leu Asp Pro Asp Asn His Cys He Pro Tyr Leu 

435 440 445 

Thr Gly Leu Gly Asp Leu Leu Gly Thr Gly Leu Leu Ala Leu Cys Phe 

450 455 460 

Phe Thr Asp Trp Leu Leu Lys Ser Lys Ala Glu Leu Gly Gly He Ser 
465 470 475 480 

Glu Leu Ala Ser Gly Pro Pro 
485 

[0 0 6 8] 

<210> 6 
<211> 393 
<212> PRT 

<213> Homo sapience 

<400> 6 

Met Arg Thr Leu Phe Asn Leu Leu Trp Leu Ala Leu Ala Cys Ser Pro 

15 10 15 

Val His Thr Thr Leu Ser Lys Ser Asp Ala Lys Lys Ala Ala Ser Lys 

20 25 30 

Thr Leu Leu Glu Lys Ser Gin Phe Ser Asp Lys Pro Val Gin Asp Arg 



50 



55 



60 
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Arg Ser Tyr Cys Ser Ala Lys Ala Arg Asp Arg His Phe Ala Gly Asp 
65 70 75 80 

Val Leu Gly Tyr Val Thr Pro Trp Asn Ser His Gly Tyr Asp Val Thr 

85 90 95 

Lys Val Phe Gly Ser Lys Phe Thr Gin He Ser Pro Val Trp Leu Gin 

100 105 110 

Leu Lys Arg Arg Gly Arg Glu Met Phe Glu Val Thr Gly Leu His Asp 

115 120 125 

Val Asp Gin Gly Trp Met Arg Ala Val Arg Lys His Ala Lys Gly Leu 

130 135 140 

His He Val Pro Arg Leu Leu Phe Glu Asp Trp Thr Tyr Asp Asp Phe 
145 150 155 160 

Arg Asn Val Leu Asp Ser Glu Asp Glu He Glu Glu Leu Ser Lys Thr 

165 170 175 

Val Val Gin Val Ala Lys Asn Gin His Phe Asp Gly Phe Val Val Glu 

180 185 190 

Val Trp Asn Gin Leu Leu Ser Gin Lys Arg Val Gly Leu He His Met 

195 200 205 

Leu Thr His Leu Ala Glu Ala Leu His Gin Ala Arg Leu Leu Ala Leu 

210 215 220 

Leu Val He Pro Pro Ala lie Thr Pro Gly Thr Asp Gin Leu Gly Met 
225 230 235 240 

Phe Thr His Lys Glu Phe Glu Gin Leu Ala Pro Val Leu Asp Gly Phe 

245 250 255 

Ser Leu Met Thr Tyr Asp Tyr Ser Thr Ala His Gin Pro Gly Pro Asn 

260 265 270 

Ala Pro Leu Ser Trp Val Arg Ala Cys Val Gin Val Leu Asp Pro Lys 

275 280 285 

Ser Lys Trp Arg Ser Lys He Leu Leu Gly Leu Asn Phe Tyr Gly Met 



mUt&^t- 11-3059879 
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290 295 300 

Asp Tyr Ala Thr Ser Lys Asp Ala Arg Glu Pro Val Val Gly Ala Arg 
305 310 315 320 

Tyr He Gin Thr Leu Lys Asp His Arg Pro Arg Met Val Trp Asp Ser 

325 330 335 

Gin Ala Ser Glu His Phe Phe Glu Tyr Lys Lys Ser Arg Ser Gly Arg 

340 345 350 

His Val Val Phe Tyr Pro Thr Leu Lys Ser Leu Gin Val Arg Leu Glu 

355 360 365 

Leu Ala Arg Glu Leu Gly Val Gly Val Ser lie Trp Glu Leu Gly Gin 

370 375 380 

Gly Leu Asp Tyr Phe Tyr Asp Leu Leu 
385 390 

[0 0 6 9] 
<210> 7 
<211> 196 
<212> PRT 

<213> Homo sapience 
<400> 7 

Met Trp Arg Val Pro Gly Thr Thr Arg Arg Pro Val Thr Gly Glu Ser 

15 10 15 

Pro Gly Met His Arg Pro Glu Ala Met Leu Leu Leu Leu Thr Leu Ala 

20 25 30 

Leu Leu Gly Gly Pro Thr Trp Ala Gly Lys Met Tyr Gly Pro Gly Gly 

35 40 45 

Gly Lys Tyr Phe Ser Thr Thr Glu Asp Tyr Asp His Glu lie Thr Gly 




1 0-254736 



Leu Gly Asp Ser Trp Asp Val Lys Leu Gly Ala Leu Gly Gly Asn Thr 

85 90 95 

Gin Glu Val Thr Leu Gin Pro Gly Glu Tyr He Thr Lys Val Phe Val 

100 105 110 

Ala Phe Gin Ala Phe Leu Arg Gly Met Val Met Tyr Thr Ser Lys Asp 

115 120 125 

Arg Tyr Phe Tyr Phe Gly Lys Leu Asp Gly Gin He Ser Ser Ala Tyr 

130 135 140 

Pro Ser Gin Glu Gly Gin Val Leu Val Gly He Tyr Gly Gin Tyr Gin 
145 150 155 160 

Leu Leu Gly He Lys Ser lie Gly Phe Glu Trp Asn Tyr Pro Leu Glu 

165 170 175 

Glu Pro Thr Thr Glu Pro Pro Val Asn Leu Thr Tyr Ser Ala Asn Ser 

180 185 190 

Pro Val Gly Arg 
195 

[0 0 7 0] 

<210> 8 
<211> 107 
<212> PRT 

<213> Homo sapience 
<400> 8 

Met Glu Gin Lys Leu Val Glu Glu lie Leu Gin Ala He Thr Met Ser 

15 10 15 

Thr Asp Thr Gly Val Ser Leu Pro Ser Tyr Glu Glu Asp Gin Gly Ser 

20 25 30 

Lys Leu He Arg Lys Ala Lys Glu Ala Pro Phe Val Pro Val Gly He 

35 40 45 

Ala Gly Phe Ala Ala lie Val Ala Tyr Gly Leu Tyr Lys Leu Lys Ser 



ffial^^ 1 1-3059879 
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50 55 60 

Arg Gly Asn Thr Lys Met Ser He His Leu lie His Met Arg Val Ala 
65 70 75 80 

Ala Glu Gly Phe Val Val Gly Ala Met Thr Val Gly Met Gly Tyr Ser 

85 90 95 

Met Tyr Arg Glu Phe Trp Ala Lys Pro Lys Pro 
100 105 
[0 0 7 1 ] 
<210> 9 
<211> 350 

(")19N PPT 

<213> Hobo sapience 
<400> 9 

Met Ser Glu Val Lys Ser Arg Lys Lys Ser Gly Pro Lys Gly Ala Pro 

15 10 15 

Ala Ala Glu Pro Gly Lys Arg Ser Glu Gly Gly Lys Thr Pro Val Ala 



20 

Arg Ser Ser Gly Gly Gly Gly Trp 
35 40 
Leu Leu Ser Leu Gly Thr Cys Leu 

50 55 
Gin Ser Glu Lys Phe Ala Lys Val 

65 70 
Leu Glu Thr Asn Glu Phe Gin Gin 
85 

Ser Glu Lys Trp Gin Lys Ser Glu 



25 30 
Ala Asp Pro Arg Thr Cys Leu Ser 
45 

Gly Leu Ala Trp Phe Val Phe Gin 

60 

Glu Asn Gin Tyr Gin Leu Leu Lys 
75 80 
Leu Gin Ser Lys lie Ser Leu lie 

90 95 
Ala He Met Glu Gin Leu Lys Ser 



115 



120 



125 




#^2 10-254736 



Val Lys Thr Trp Ser Asn Arg He Thr Glu Lys Gin Asp lie Leu Asn 

130 135 140 

Asn Ser Leu Thr Thr Leu Ser Gin Asp lie Thr Lys Val Asp Gin Ser 
145 150 155 160 

Thr Thr Ser Met Ala Lys Asp Val Gly Leu Lys He Thr Ser Val Lys 

165 170 175 

Thr Asp He Arg Arg He Ser Gly Leu Val Thr Asp Val lie Ser Leu 

180 185 190 

Thr Asp Ser Val Gin Glu Leu Glu Asn Lys lie Glu Lys Val Glu Lys 

195 200 205 

Asn Thr Val Lys Asn He Gly Asp Leu Leu Ser Ser Ser He Asp Arg 

210 215 220 

Thr Ala Thr Leu Arg Lys Thr Ala Ser Glu Asn Ser Gin Arg He Asn 
225 230 235 240 

Ser Val Lys Lys Thr Leu Thr Glu Leu Lys Ser Asp Phe Asp Lys His 

245 250 255 

Thr Asp Arg Phe Leu Ser Leu Glu Gly Asp Arg Ala Lys Val Leu Lys 

260 265 270 

Thr Val Thr Phe Ala Asn Asp Leu Lys Pro Lys Val Tyr Asn Leu Lys 

275 280 285 

Lys Asp Phe Ser Arg Leu Glu Pro Leu Val Asn Asp Leu Thr Leu Arg 

290 295 300 

He Gly Arg Leu Val Thr Asp Leu Leu Gin Arg Glu Lys Glu He Ala 
305 310 315 320 

Phe Leu Ser Glu Lys He Ser Asn Leu Thr He Val Gin Ala Glu He 

325 330 335 

Lys Asp He Lys Asp Glu He Ala His He Ser Asp Met Asn 
340 345 350 

[0 0 7 2] 



tauten 1 1-3059879 
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<210> 10 
<211> 107 
<212> PRT 

<213> Homo sapience 

<400> 10 

Met Ser Ser Ala Gly Thr Ala Thr Pro Leu Glu Met Asp His Lys Leu 

1 5 10 15 

Thr Ser Gin Pro Gly Arg Pro Ser Phe Tyr Cys Asn Ser Arg His Ser 

20 25 30 

He Val Gly Ser Ser His Gin Leu Gly Phe Trp Phe Ser His Leu Glu 

35 40 45 

Ser Ser Gly Leu Lys Val Phe Gin Val Ser Leu Pro Cys Glu Cys Val 

50 55 60 

Asn Leu Pro Thr Arg lie Ala Ser Val Val Leu Ser Leu Met Ser Leu 
65 70 75 80 

Leu Val Val Gly Gin Ala Pro Ala Trp Glu Gly Ser Leu Leu Arg Gly 

85 90 95 

Arg Pro Ala Gly Gly Ala His Leu Cys Ala Ala 
100 105 

[0 0 7 3] 

<210> 11 
<211> 1074 
<212> DNA 

<213> Homo Sapience 
<400> 11 

atggctccgc agaacctgag caccttttgc ctgttgctgc tatacctcat cggggcggtg 60 
ccacaagccc aggagaaatt ccaggatctg ggtgctgctt atgaggttct gtcagatagt 240 





0 


10 — 25 


gagaaacgga 


aacagtacga 


tart tat crcr + 
Idt I la I55 L 


cr q apaaprprat 


tcccatggag 


acattttttc 


arart trt 1 1 


PPPP^t t t t f 


cctcgtcagc 


aagacagaaa 


ta ttrraa era 

t d L L t a a a 


crcra a crt aata 


actttggaag 


aagtatatgc 


dggddd I I I I 


g Lggddg Ldg 


aggcaggctc 


ctggcaaacg 


rrQ a cr t araa t 


t crtPcrcrPaacr 


ggccctgggc 


gcttccaaat 


rr O f* /"* O <t rrO rr 

gdCCCdggdg 


crt rr rr t f* t rr f* cr 
g Lgg LgUg 


ctagtgaatg 


aagaacgaac 


g<- Xggddg Ld 


gddd IdgdgU 


gagtacccct 


ttattggaga 


n rrf»t (T 0 rr f* f" t 


UdUg Lgg d Lg 


ttccgaatca 


aagttgtcaa 


gLaLULdd Id 


f f f crd a a crnra 
I L Lgdddggd 


aatgtgacaa 


tctcattagt 


xgagxcacxg 


gX XggC X X Xg 


gatggtcaca 


aggtacatat 


xxcccgggax 


aagd icdLCd 


aagaaagggg 


aagggctccc 


caacx xigac 


adcaacddid 


acttttgatg 


tggattttcc 


aaaagaacag 


t taacagagg 


cagctactga 


aacaagggtc 


agtgcagaag 


rr + O + O r* O 1 T rr 

g X dldCdd Xg 


[0 0 7 4] 






<210> 12 








<211> 678 








<212> DNA 








<213> Homo 


Sapience 






<400> 12 








atgaagatgg 


tcgcgccctg 


rrQ f* rr f* rr rr "1" "f" O 

gdUgUgg LU 




gtccgcaccg 


gcaccatcct 


rr r* ~t r* rr rrf* rr t f"* 

gC LUggUg 


+ crcrtatr*ta , a 
Lgg LdlL tgd 


ttgattttat 


tgagtgccct 


gg<- Igd LLLg 


era tract ata 

gd LLag Lata 


ggaggtgact 


ttgagttcat 


rrrrO f rr O + rr r"* r^ 

ggd Igd Igtt 


aapatdt erf a 
data Lg LgLd 


ctcatgatcc 


tgatatgtgc 


t a tcrcrr'tart 
I d Lgg t Lat I 


t a rofcra dPf/t 


atcatcccat 


tcttctgtta 


ccagatcttt 


gactttgccc 


actgtgctta 


tttatccaaa 


ctccattcag 


gaatacatac 


ccctacagag 


atgatgtcat 


gtcagtgaat 


cctacctgtt 


tttattagca 


ttatcttgac 


ttttaagggt 


tacttgatta 



4 7 3 6 




taaaagatgg 


tcatcagagc 


300 


gtttcatgtt 


tggaggaacc 


360 


ttattgtaga 


tctagaagtc 


420 


ttagaaacaa 


acctgtggca 


480 


agatgeggae 


cacccagctg 


540 


acgaatgccc 


taatgtcaaa 


600 


ctggggtgag 


agaeggcatg 


660 


gggagcctgg 


agatttaegg 


720 


gaggagatga 


tttgtacaca 


780 


agatggatat 


tactcacttg 


840 


ggecaggage 


gaagctatgg 


900 


tcaagggctc 


tttgataatc 


960 


aagegagaga 


aggtatcaaa 


1020 


gaetgeaagg 


atat 


1074 



getgetgett 


gtgetgecat 


60 


teatcaatge 


tgtggtactg 


120 


acttttcaag 


ttctgaactg 


180 


ttgccattgc 


gatttctctt 


240 


acaagcaacg 


cgcagcctgg 


300 


tgaacatgtt 


ggttgcaatc 


360 


ggcaactgcc 


tcctaatttt 


420 


tggtccttat 


tattcttctg 


480 


gctgtgtttg 


gaactgetae 


540 
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cgatacatca atggtaggaa ctcctctgat gtcctggttt atgttaccag caatgacact 600 
acggtgctgc tacccccgta tgatgatgcc actgtgaatg gtgctgccaa ggagccaccg 660 
ccaccttacg tgtctgcc 678 
[ 0 0 7 5] 

<210> 13 
<211> 585 
<212> DNA 

<213> Homo Sapience 

<400> 13 

atgaggcttc tgctgcttct cctagtggcg gcgtctgcga tggtccggag cgaggcctcg 60 
gccaatctgg gcggcgtgcc cagcaagaga ttaaagatgc agtacgccac ggggccgctg 120 
ctcaagttcc agatttgtgt ttcctgaggt tataggcggg tgtttgagga gtacatgcgg 180 
gttattagcc agcggtaccc agacatccgc attgaaggag agaattacct ccctcaacca 240 
atatatagac acatagcatc tttcctgtca gtcttcaaac tagtattaat aggcttaata 300 
attgttggca aggatccttt tgctttcttt ggcatgcaag ctcctagcat ctggcagtgg 360 
ggccaagaaa ataaggttta tgcatgtatg atggttttct tcttgagcaa catgattgag 420 
aaccagtgta tgtcaacagg tgcatttgag ataactttaa atgatgtacc tgtgtggtct 480 
aagctggaat ctggtcacct tccatccatg caacaacttg ttcaaattct tgacaatgaa 540 
atgaagctca atgtgcatat ggattcaatc ccacaccatc gatca 585 

[0 0 7 6] 
<210> 14 
<211> 1017 
<212> DNA 

<213> Homo Sapience 

<400> 14 

atgaactggg agctgctgct gtggctgctg gtgctgtgcg cgctgctcct gctcttggtg 60 



ggaattggtg aggagctggc ttaccagttg tctaaactag gagtttctct tgtgctgtca 



240 







10 — 25 


gccagaagag 


tgcatgagct 


cr cr Q !3 cr tJ (J ~f Ct 


a a a a aaaaa t 


aaagaaaaag 


atatacttgt 


L L lg LLLL t L 


6<1LL IgaL Lg 


gctaccaaag 


ctgttctcca 


66«5 t U Igg L 




atgtcccagc 


gttctctgtg 


rat croa t aPf 
Ld Lggd IdLL. 


dgL l Lgg<* <-& 


cttaactact 


tagggacggt 


g ILL L LgdLd 


aaafcrtcrtti** 
add Lg tg L LL, 


aagcaaggaa 


agattgttac 


Iglgdd IdgL 


d ILL Lggg Ld 


attggatact 


gtgctagcaa 


gCd LgL ICIC 


cr rr rr rr "4" ^ "f" "fr 


ct tgccacat 


acccaggtat 


adl cLg llltl 


ddtd t t IgLL 


attgtggaga 


attccctagc 


tggagaagtc 


dCdddgdL I d 


tcccacaaga 


tgacaaccag 


tcgt tgtgtg 


cggc tgatgt 


ttgaaagaag 


tttggatctc 


agaacaacc t 


t tct tgt tag 


atgccaacct 


gggcctggtg 


gat aaccaac 


aaga tgggga 


aagagtggtg 


tggatgcaga 


ctct tct ta t 


1 1 taaaa tc t 


[0 0 7 7] 






<210> 15 








<211> 1461 








<212> DNA 








<213> Homo 


Sapience 






<400> 15 








atggatggga 


cagagacccg 


rr r* O r~r /** rrrr O rr rr 

gLdgLggdgg 


r* + cr rr O r* *U rrp + 

L LggdLdgL L 


gggcttcctc 


accccctcag 


f** o o <t rr - O fT <tt fTl 

LdLdggdggd 


L LLLL Lg L dg 


agggcccctg 


agagccaaag 


Lyg IgdL/LtL/Ly 


ddgLLdL Igg 


accgcctggt 


ccataggcct 


ILdgg LgdLt 


g LgLLL L LLd 


tcctgggccg 


gcatgcttct 


ggdL Lot L LL/ 


LdgLdL LggL 


gaccttttga 


cattggtgcc 


gLLLL Igg Lg 


(tctP f* "t" era a ctct 
gg 1 - 1 - Lgddgg 


gcatccagac 


tctccacagc 


tgccaacact 


ggacaaattg 


agagtcatca 


gcagcaacct 


ggccctcatc 


caggtgeagg 


gctgctgtgg 


ctgcgctgct 


gttgggcgtg 


gtgtctcgag 


gtggagt tgc 


tgtgtgccag 


cagtgtcctc 


actgccttcc 



4 1 



4 7 3 6 

# 



gectagagaa 


tggcaattta 


300 


acactggttc 


ecatgaageg 


360 


ttctggtcaa 


caatggtgga 


420 


tctacagaaa 


gctaatagag 


480 


tgcctcacat 


gatcgagagg 


540 


tcatatctgt 


acctctttcc 


600 


ttaatggcct 


tcgaacagaa 


660 


caggacctgt 


gcaatcaaat 


720 


taggcaataa 


tggagaccag 


780 


taatcagcat 


ggecaatgat 


840 


taacatattt 


grtggcaatac 


900 


agaaaaggat 


tgagaacttt 


960 


t taagacaaa 


acatgac 


1017 



gtggcaagcc 


aggggagctg 


60 


cctcagaaga 


tggagctctc 


120 


agactgagee 


tagcagggag 


180 


tgtttgcagg 


cctgggactg 


240 


ctgtgtttgt 


ggaggtgaaa 


300 


ggaacctgga 


gatgacactg 


360 


atgaccccca 


ggagcagcac 


420 


ccactgtcgt 


ggggctcttg 


480 


aggaagtgga 


tgtcgccaag 


540 


ttgeagcett 


tgccctgggg 


600 
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gtgctgatgg tctgtatagt gattggtgct cgaaagctcg gggtcaaccc agacaacatt 660 



agcagcttct tctacagaca caaagatagt cggtatctga cgccgctggt ctgcctcagc 780 

tttgcggctc tgaccccagt gtgggtcctc attgccaagc agagcccacc catcgtgaag 840 

atcctgaagt ttggctggtt cccaatcatc ctggccatgg tcatcagcag tttcggagga 900 

ctcatcttga gcaaaaccgt ttctaaacag cagtacaaag gcatggcgat atttaccccc 960 

gtcatatgtg gtgttggtgg caatctggtg gccattcaga ccagccgaat ctcaacctac 1020 

ctgcacatgt ggagtgcacc tggcgtcctg cccctccaga tgaagaaatt ctggcccaac 1080 

ccgtgttcta ctttctgcac gtcagaaatc aattccatgt cagctcgagt cctgctcttg 1140 

ctggtggtcc caggccatct gattttcttc tacatcatct acctggtgga gggtcagtca 1200 

gtcataaaca gccagacctt tgtggtgctc tacctgcigg caggcuigai Ltdg^L^ j^ov 

atcctgctgt acctggcaga agtgatggtt cggctgactt ggcaccaggc cctggatcct 1320 

gacaaccact gcatccccta ccttacaggg ctgggggacc tgctcggtac tggcctcctg 1380 

gcactctgct ttttcactga ctggctactg aagagcaagg cagagctggg tggcatctca 1440 

gaactggcat ctggacctcc c 1461 

[0 0 7 8] 
<210> 16 
<211> 1179 
<212> DNA 

<213> Homo Sapience 

<400> 16 

atgcggacac tcttcaacct cctctggctt gccctggcct gcagccctgt tcacactacc 60 

ctgtcaaagt cagatgccaa aaaagccgcc tcaaagacgc tgctggagaa gagtcagttt 120 

tcagataagc cggtgcaaga ccggggtttg gtggtgacgg acctcaaagc tgagagtgtg 180 

gttcttgagc atcgcagcta ctgctcggca aaggcccggg acagacactt tgctggggat 240 

gtactgggct atgtcactcc atggaacagc catggctacg atgtcaccaa ggtctttggg 300 



gccacgccca ttgcagccag cctgggagac ctcatcacac tgtccattct ggctttggtt 



720 



i 1 t^<i^tta tKKK^tira i^ukI^^- ^'^^IKK- K < 1 K ^ U^- '^KJ^^v 

gccaagggcc tgcacatagt gcctcggctc ctgtttgagg actggactta cgatgatttc 



480 



4f¥ 10-254736 




cggaacgtct 


tagacagtga 


ggatgagata 


gaggagctga 


gcaagaccgt 


ggtccaggtg 


540 


gcaaagaacc 


agcatttcga 


tggcttcgtg 


gtggaggtct 


ggaaccagct 


gctaagccag 


600 


aagcgcgtgg 


gcctcatcca 


catgctcacc 


cacttggccg 


aggctctgca 


ccaggcccgg 


660 


ctgctggccc 


tcctggtcat 


cccgcctgcc 


atcacccccg 


ggaccgacca 


gctgggcatg 


720 


ttcacgcaca 


aggagtttga 


gcagctggcc 


cccgtgctgg 


atggtttcag 


cctcatgacc 


780 


tacgactact 


ctacagcgca 


tcagcctggc 


cctaatgcac 


ccctgtcctg 


ggttcgagcc 


840 


tgcgtccagg 


tcctggaccc 


gaagtccaag 


tggcgaagca 


aaatcctcct 


ggggctcaac 


900 


ttctatggta 


tggactacgc 


gacctccaag 


gatgcccgtg 


agcctgttgt 


cggggccagg 


960 


tacatccaga 


cac tgaagga 


ccacaggccc 


cggatggtgt 


gggacagcca 


ggcctcagag 


1020 


cacttcttcg 


agtacaagaa 


gagccgcagt 


gggaggcacg 


tcgtcttcta 


cccaaccctg 


1080 


aagtccctgc 


aggtgcggct 


ggagctggcc 


cgggagctgg 


gcgttggggt 


ctctatctgg 


1140 


gagctgggcc 


agggcctgga 


ctacttctac 


gacctgctc 






1179 


[0 0 7 9] 














<210> 17 














<211> 588 














<212> DNA 














<213> Homo 


Sapience 












<400> 17 














atgtggaggg 


tgcccggcac 


aaccagacgc 


ccagtcacag 


gcgagagccc 


tgggatgcac 


60 


cggccagagg 


ccatgctgct 


gctgctcacg 


cttgccctcc 


tggggggccc 


cacctgggca 


120 


gggaagatgt 


atggccctgg 


aggaggcaag 


tatttcagca 


ccactgaaga 


ctacgaccat 


180 


gaaatcacag 


ggctgcgggt 


gtctgtaggt 


cttctcctgg 


tgaaaagtgt 


ccaggtgaaa 


240 


cttggagact 


cctgggacgt 


gaaactggga 


gccttaggtg 


ggaataccca 


ggaagtcacc 


300 


ctgcagccag 


gcgaatacat 


cacaaaagtc 


tttgtcgcct 


tccaagcttt 


cctccggggt 


360 


atggtcatgt 


acaccagcaa 


ggaccgctat 


ttctattttg 


ggaagcttga 


tggccagatc 


420 


tcctctgcct 


accccagcca 


agaggggcag 


gtgctggtgg 


gcatctatgg 


ccagtatcaa 


480 


ctccttggca 


tcaagagcat 


tggctttgaa 


tggaattatc 


cactagagga 


gccgaccact 


540 


gagccaccag 


ttaatctcac 


atactcagca 


aactcacccg 


tgggtcgc 




588 



[0 0 8 0] 
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<210> 18 
<211> 321 
<212> DNA 

<213> Homo Sapience 
<400> 18 

atggagcaga agcttgtgga ggagattctt caagcaatca ctatgtcaac agacacaggt 60 
gtttcccttc cttcatatga ggaagatcag ggatcaaaac tcattcgaaa agctaaagag 120 
gcaccattcg tacccgttgg aatagcgggt tttgcagcaa ttgttgcata tggattatat 180 
aaactgaaga gcaggggaaa tactaaaatg tccattcatc tgatccacat gcgtgtggca 240 
gcccaaggct ttgttgtagg agcaatgact gttggtatgg gctattccat gtatcgggaa 300 
ttctgggcaa aacctaagcc t 321 

[ 0 0 8 1] 
<210> 19 
<211> 1050 
<212> DNA 

<213> Homo Sapience 

<400> 19 



atgtctgagg 


tgaagagccg 


gaagaagtcg 


gggcccaagg 


gagcccctgc 


tgcggagccc 


60 


gggaagcgga 


gcgagggcgg 


gaagaccccc 


gtggcccgga 


gcagcggagg 


cgggggctgg 


120 


gcagaccccc 


gaacgtgcct 


gagcctgctg 


tcgctgggga 


cgtgcctggg 


cctggcctgg 


180 


tttgtatttc 


agcagtcaga 


aaaat ttgca 


aaggtggaaa 


accaatacca 


gttactgaaa 


240 


c tagaaacca 


a tgaat tcca 


acaact tcaa 


agtaaaatca 


gtttaatttc 


agaaaagtgg 


300 


cagaaa tctg 


aagctatcat 


ggaacaat tg 


aagtcttttc 


aaataat tgc 


tcatctaaag 


360 


cgtctacagg 


aagaaattaa 


tgaggtaaaa 


acttggtcca 


ataggataac 


tgaaaaacag 


420 


gatatactga 


acaacagtct 


gacgacgctt 


tctcaagaca 


t tacaaaagt 


agaccaaagt 


480 


acaact tcca 


tggcaaaaga 


tgttggtctc 


aaga ttacaa 


gtgtaaaaac 


agatatacga 


540 


. .-. { ,1 a a a i a k 














agtat tgatc 


gaacagcaac 


gctccgaaag 


acagca tc tg 


aaaat t caca 


aagaa t taac 


720 



10 — 254736 



tctgttaaga agacgctaac cgaactaaag agtgacttcg acaaacatac agatagattt 780 
ctaagcttag aaggtgacag agccaaagtt ctgaagacag tgacttttgc aaatgatcta 840 
aaaccaaagg tgtataatct aaagaaggac ttttcccgtt tagaaccatt agtaaatgat 900 
ttaacactac gcattgggag attggttacc gacttactac aaagagagaa agaaattgct 960 
ttcttaagtg aaaaaatatc taatttaaca atagtccaag ctgagattaa ggatattaaa 1020 
gatgaaatag cacacatttc agatatgaat 1050 

[0 0 8 2] 
<210> 20 
<211> 321 
<212> DNA 

<213> Homo Sapience 
<400> 20 

atgtcctcag caggcacagc aacccctctg gaaatggatc acaaactcac ttctcagcca 60 
ggcaggccaa gcttctattg taacagtagg cacagtatag tcggatcatc acatcagctg 120 
ggtttttggt ttagtcatct agagtcgtct ggactaaagg tctttcaggt ctccttgccc 180 
tgtgagtgcg tgaacctccc cacccgaatt gcctcagttg tcctgagcct catgtctctc 240 
ctggtggtgg gccaggcccc tgcatgggaa gggagcctgc tgcggggcag gccagctggg 300 
ggtgctcacc tatgcgcagc a 321 

[0 0 8 3] 
<210> 21 
<211> 1619 
<212> DNA 

<213> Homo Sapience 

<220> 

<221> CDS 

<222> (158)... (1234) 
<400> 21 

agaagagggg gctagctagc tgtctctgcg gaccagggag acccccgcgc ccccccggtg 60 
tgaggcggcc tcacagggcc gggtgggctg gcgagccgac gcggcggcgg aggaggctgt 120 
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gaggagtgtg tggaacagga cccgggacag aggaacc atg get ccg cag aac ctg 175 

Met Ala Pro Gin Asn Leu 

1 5 

age ace ttt tgc ctg ttg ctg eta tac etc ate ggg gcg gtg att gee 223 
Ser Thr Phe Cys Leu Leu Leu Leu Tyr Leu He Gly Ala Val He Ala 

10 15 20 

gga cga gat ttc tat aag ate ttg ggg gtg cct cga agt gec tct ata 271 
Gly Arg Asp Phe Tyr Lys He Leu Gly Val Pro Arg Ser Ala Ser He 

25 30 35 

aag gat att aaa aag gee tat agg aaa eta gec ctg cag ctt cat ccc 

t _ < ti_ i i • i r, t..»- * »-« i T o<< * 1 o T on r 1 n T on Vt i <; Prn 

L>S> A^P 1 IC L.y& ilia iji nig L.J i-.^" n • - " ' " ~ 



319 



367 



40 45 50 

gac egg aac cct gat gat cca caa gec cag gag aaa ttc cag gat ctg 
Asp Arg Asn Pro Asp Asp Pro Gin Ala Gin Glu Lys Phe Gin Asp Leu 
55 60 65 70 

ggt get get tat gag gtt ctg tea gat agt gag aaa egg aaa cag tac 415 
Gly Ala Ala Tyr Glu Val Leu Ser Asp Ser Glu Lys Arg Lys Gin Tyr 

75 80 85 

gat act tat ggt gaa gaa gga tta aaa gat ggt cat cag age tec cat 
Asp Thr Tyr Gly Glu Glu Gly Leu Lys Asp Gly His Gin Ser Ser His 

90 95 100 

gga gac att ttt tea cac ttc ttt ggg gat ttt ggt ttc atg ttt gga 
Gly Asp He Phe Ser His Phe Phe Gly Asp Phe Gly Phe Met Phe Gly 

105 110 115 

gga ace cct cgt cag caa gac aga aat att cca aga gga agt gat att 559 
Gly Thr Pro Arg Gin Gin Asp Arg Asn lie Pro Arg Gly Ser Asp lie 



463 



511 



lie Val Asp Leu Glu Val Thr Leu Glu Glu Val Tyr Ala Gly Asn Phe 



0 — 25 



4 7 3 6 



135 140 145 150 

gtg gaa gta gtt aga aac aaa cct gtg gca agg cag get cct ggc aaa 655 

Val Glu Val Val Arg Asn Lys Pro Val Ala Arg Gin Ala Pro Gly Lys 

155 160 165 

egg aag tgc aat tgt egg caa gag atg egg acc acc cag ctg ggc cct 703 

Arg Lys Cys Asn Cys Arg Gin Glu Met Arg Thr Thr Gin Leu Gly Pro 

170 175 180 

ggg cgc ttc caa atg acc cag gag gtg gtc tgc gac gaa tgc cct aat 751 

Gly Arg Phe Gin Met Thr Gin Glu Val Val Cys Asp Glu Cys Pro Asn 

185 190 195 

gtc aaa eta gtg aat gaa gaa cga acg ctg gaa gta gaa ata gag cct 799 

Val Lys Leu Val Asn Glu Glu Arg Thr Leu Glu Val Glu He Glu Pro 

200 205 210 

ggg gtg aga gac ggc atg gag tac ccc ttt att gga gaa ggt gag cct 847 

Gly Val Arg Asp Gly Met Glu Tyr Pro Phe lie Gly Glu Gly Glu Pro 
215 220 225 230 

cac gtg gat ggg gag cct gga gat tta egg ttc cga ate aaa gtt gtc 895 

His Val Asp Gly Glu Pro Gly Asp Leu Arg Phe Arg lie Lys Val Val 

235 240 245 

aag cac cca ata ttt gaa agg aga gga gat gat ttg tac aca aat gtg 943 

Lys His Pro He Phe Glu Arg Arg Gly Asp Asp Leu Tyr Thr Asn Val 

250 255 260 

aca ate tea tta gtt gag tea ctg gtt ggc ttt gag atg gat att act 991 

Thr He Ser Leu Val Glu Ser Leu Val Gly Phe Glu Met Asp He Thr 

265 270 275 

cac ttg gat ggt cac aag gta cat att tec egg gat aag ate acc agg 1039 

His Leu Asp Gly His Lys Val His lie Ser Arg Asp Lys He Thr Arg 

280 285 290 

cca gga gcg aag eta tgg aag aaa ggg gaa ggg etc ccc aac ttt gac 1087 

4 7 mtiE# ¥ 11-3059879 
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Pro Gly Ala Lys Leu Trp Lys Lys Gly Glu Gly Leu Pro Asn Phe Asp 

295 300 305 310 

aac aac aat ate aag ggc tct ttg ata ate act ttt gat gtg gat ttt 1135 

Asn Asn Asn He Lys Gly Ser Leu He lie Thr Phe Asp Val Asp Phe 

315 320 325 

cca aaa gaa cag tta aca gag gaa gcg aga gaa ggt ate aaa cag eta 1183 
Pro Lys Glu Gin Leu Thr Glu Glu Ala Arg Glu Gly lie Lys Gin Leu 

330 335 340 

ctg aaa caa ggg tea gtg cag aag gta tac aat gga ctg caa gga tat 1231 
Leu Lys Gin Gly Ser Val Gin Lys Val Tyr Asn Gly Leu Gin Gly Tyr 

345 350 355 

tgagagtga ataaaattgg actttgttta aaataagtga ataagegata tttattatct 1290 
gcaaggtttt tttgtgtgtg tttttgtttt tattttcaat atgcaagtta ggcttaattt 1350 
ttttatctaa tgatcatcat gaaatgaata agagggctta agaatttgtc catttgeatt 1410 
eggaaaagaa tgaccagcaa aaggtttact aatacctctc cctttgggga tttaatgtct 1470 
ggtgctgccg cctgagtttc aagaattaaa getgeaagag gactccagga gcaaaagaaa 1530 
cacaatatag agggttggag ttgttagcaa tttcattcaa aatgecaact ggagaagtct 1590 
gtttttaaat acattttgtt gttattttt 1619 

[ 0 0 8 4 ] 
<210> 22 
<211> 2054 
<212> DNA 

<213> Homo Sapience 

<220> 
<221> CDS 

<222> (254)... (934) 



agegaagggt accgacccgg cagaagctcg gagctctegg ggtatcgagg aggcaggccc 120 



10 — 254736 



gcgggcgcac gggcgagcgg gccgggagcc ggagcggcgg aggagccggc agcagcggcg 180 
cggcgggctc caggcgaggc ggtcgacgct cctgaaaact tgcgcgcgcg ctcgcgccac 240 
tgcgcccgga gcg atg aag atg gtc gcg ccc tgg acg egg ttc tac tec 289 
Met Lys Met Val Ala Pro Trp Thr Arg Phe Tyr Ser 
1 5 10 

aac age tgc tgc ttg tgc tgc cat gtc cgc ace ggc acc ate ctg etc 337 
Asn Ser Cys Cys Leu Cys Cys His Val Arg Thr Gly Thr He Leu Leu 

15 20 25 

ggc gtc tgg tat ctg ate ate aat get gtg gta ctg ttg att tta ttg 385 
Gly Val Trp Tyr Leu He lie Asn Ala Val Val Leu Leu He Leu Leu 

30 35 40 

agt gee ctg get gat ccg gat cag tat aac ttt tea agt tct gaa ctg 433 
Ser Ala Leu Ala Asp Pro Asp Gin Tyr Asn Phe Ser Ser Ser Glu Leu 
45 50 55 60 

gga ggt gac ttt gag ttc atg gat gat gec aac atg tgc att gec att 481 
Gly Gly Asp Phe Glu Phe Met Asp Asp Ala Asn Met Cys He Ala He 

65 70 75 

gcg att tct ctt etc atg ate ctg ata tgt get atg get act tac gga 529 
Ala He Ser Leu Leu Met He Leu He Cys Ala Met Ala Thr Tyr Gly 

80 85 90 

gcg tac aag caa cgc gca gec tgg ate ate cca ttc ttc tgt tac cag 577 
Ala Tyr Lys Gin Arg Ala Ala Trp He He Pro Phe Phe Cys Tyr Gin 

95 100 105 

ate ttt gac ttt gec ctg aac atg ttg gtt gca ate act gtg ctt att 625 
lie Phe Asp Phe Ala Leu Asn Met Leu Val Ala lie Thr Val Leu He 

110 115 120 

tat cca aac tec att cag gaa tac ata egg caa ctg cct cct aat ttt 673 
Tyr Pro Asn Ser He Gin Glu Tyr He Arg Gin Leu Pro Pro Asn Phe 
125 130 135 140 
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ccc tac aga gat gat gtc atg tea gtg aat cct acc tgt ttg gtc ctt 721 
Pro Tyr Arg Asp Asp Val Met Ser Val Asn Pro Thr Cys Leu Val Leu 

145 150 155 

att att ctt ctg ttt att age att ate ttg act ttt aag ggt tac ttg 769 
He He Leu Leu Phe lie Ser He He Leu Thr Phe Lys Gly Tyr Leu 

160 165 170 

att age tgt gtt tgg aac tgc tac cga tac ate aat ggt agg aac tec 817 
lie Ser Cys Val Trp Asn Cys Tyr Arg Tyr lie Asn Gly Arg Asn Ser 

175 180 185 

tct gat gtc ctg gtt tat gtt acc age aat gac act acg gtg ctg eta 865 
Ser Asp Val Leu Vai Tyr Val Tin Ser Asn Asp Thr Thr Val Leu Leu 

190 195 200 

ccc ccg tat gat gat gee act gtg aat ggt get gee aag gag cca ccg 913 
Pro Pro Tyr Asp Asp Ala Thr Val Asn Gly Ala Ala Lys Glu Pro Pro 
205 210 215 220 

cca cct tac gtg tct gec taagecttea agtgggcgga gctgagggc 960 
Pro Pro Tyr Val Ser Ala 

225 

agcagcttga etttgeagae atctgagcaa tagttctgtt atttcacttt tgecatgage 1020 
ctctctgagc ttgtttgttg ctgaaatget actttttaaa atttagatgt tagattgaaa 1080 
actgtagttt tcaacatatg ctttgctgga acactgtgat agattaactg tagaattctt 1140 
cctgtacgat tggggatata atgggcttca ctaaccttcc ctaggcattg aaacttcccc 1200 
caaatctgat ggacctagaa gtctgctttt gtacctgctg ggccccaaag ttgggcattt 1260 
ttctctctgt tccctctctt ttgaaaatgt aaaataaaac caaaaataga caactttttc 1320 
ttcagecatt ccagcataga gaacaaaacc ttatggaaac aggaatgtca attgtgtaat 1380 
cattgttcta attaggtaaa tagaagtcct tatgtatgtg ttacaagaat ttcccccaca 1440 

tgttcttgtg gatcttgtgt ccagggacat ggggtgacat gectegtatg tgttagaggg 1620 
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tggaatggat gtgtttggcg ctgcatggga tctggtgccc ctcttctcct ggattcacat 1680 
ccccacccag ggcccgcttt tactaagtgt tctgccctag attggttcaa ggaggtcatc 1740 
caactgactt tatcaagtgg aattgggata tatttgatat acttctgcct aacaacatgg 1800 
aaaagggttt tcttttccct gcaagctaca tcctactgct ttgaacttcc aagtatgtct 1860 
agtcaccttt taaaatgtaa acattttcag aaaaatgagg attgccttcc ttgtatgcgc 1920 
tttttacctt gactacctga attgcaaggg atttttatat attcatatgt tacaaagtca 1980 
gcaactctcc tgttggttca ttattgaatg tgctgtaaat taagttgttt gcaattaaaa 2040 
caaggtttgc ccac 2054 

[0 0 8 5] 
<210> 23 
<211> 1380 
<212> DNA 

<213> Homo Sapience 

<220> 

<221> CDS 

<222> (43) . . . (630) 

<400> 23 

gcagtctgtc tg^gggcggc cgaagtggct ggctcattta ag atg agg ctt ctg 54 

Met Arg Leu Leu 
1 

ctg ctt etc eta gtg gcg gcg tct gcg atg gtc egg age gag gee teg 102 
Leu Leu Leu Leu Val Ala Ala Ser Ala Met Val Arg Ser Glu Ala Ser 
5 10 15 20 

gee aat ctg ggc ggc gtg ccc age aag aga tta aag atg cag tac gee 150 
Ala Asn Leu Gly Gly Val Pro Ser Lys Arg Leu Lys Met Gin Tyr Ala 

25 30 35 

acg ggg ccg ctg etc aag ttc cag att tgt gtt tec tga ggt tat agg 198 
Thr Gly Pro Leu Leu Lys Phe Gin He Cys Val Ser Xaa Gly Tyr Arg 
40 45 50 
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egg gtg ttt gag gag tac atg egg gtt att age cag egg tac cca gac 246 
Arg Val Phe Glu Glu Tyr Met Arg Val He Ser Gin Arg Tyr Pro Asp 

55 60 65 

ate cgc att gaa gga gag aat tac etc cct caa cca ata tat aga cac 294 
He Arg He Glu Gly Glu Asn Tyr Leu Pro Gin Pro He Tyr Arg His 

70 75 80 

ata gca tct ttc ctg tea gtc ttc aaa eta gta tta ata ggc tta ata 342 
He Ala Ser Phe Leu Ser Val Phe Lys Leu Val Leu He Gly Leu He 
85 90 95 100 

att gtt ggc aag gat cct ttt get ttc ttt ggc atg caa get cct age 390 
He vai Gly Lys Asp Pro phe Ala phe Phe Gly Met Gin Ala Pro Ser 

105 110 115 

ate tgg cag tgg ggc caa gaa aat aag gtt tat gca tgt atg atg gtt 438 
He Trp Gin Trp Gly Gin Glu Asn Lys Val Tyr Ala Cys Met Met Val 

120 125 130 

ttc ttc ttg age aac atg att gag aac cag tgt atg tea aca ggt gca 486 
Phe Phe Leu Ser Asn Met He Glu Asn Gin Cys Met Ser Thr Gly Ala 

135 140 145 

ttt gag ata act tta aat gat gta cct gtg tgg tct aag ctg gaa tct 534 
Phe Glu He Thr Leu Asn Asp Val Pro Val Trp Ser Lys Leu Glu Ser 

150 155 160 

ggt cac ctt cca tec atg caa caa ctt gtt caa att ctt gac aat gaa 582 
Gly His Leu Pro Ser Met Gin Gin Leu Val Gin lie Leu Asp Asn Glu 
165 170 175 180 

atg aag etc aat gtg cat atg gat tea ate cca cac cat cga tea 627 
Met Lys Leu Asn Val His Met Asp Ser He Pro His His Arg Ser 
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agcagcgtga ctgacattat gaaggcctgt actgaagaca gcaagctgtt agtacagacc 740 
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agatgctttc ttggcaggct cgttgtacct cttggaaaac ctcaatgcaa gatagtgttt 800 
cagtgctggc atattttgga attctgcaca ttcatggagt gcaataatac tgtatagctt 860 
tccccacctc ccacaaaatc acccagttaa tgtgtgtgtg tgtttttttt tttaaggtaa 920 
acattactac ttgtaacttt ttttcttagt catatttgaa aaagtagaaa attgagttac 980 
aatttgattt tttttccaaa gatgtctgtt aaatctgttg tgcttttata tgaatatttg 1040 
ttttttatag tttaaaattg atcctttggg aatccagttg aagttcccaa atactttata 1100 
agagtttatc agacatctct aatttggcca tgtccagttt atacagttta caaaatatag 1160 
cagatgcaag attatggggg aaatcctata ttcagagtac tctataaatt tttgtgtatg 1220 
tgtgtatgtg cgtgtgatta ccagagaact actaaaaaaa ccaactgctt tttaaatcct 1280 
attgtgtagt taaagtgtca tgccttgacc aatctaatga attgattaat taactgggcc 1340 
tttatactta actaaataaa aaactaagca gatatgagtt 1380 

[0 0 8 6] 
<210> 24 
<211> 1292 
<212> DNA 

<213> Homo Sapience 

<220> 
<221> CDS 

<222> (113) ... (1132) 
<400> 24 

aaaagtgcgg ctctgggctg gccgaagggg tggcgctgcg atcccgcagg gcagcgacgc 60 
gactctggtg cgggccgtct tcttcccccc gagctgggcg tgcgcggccg ca atg aac 118 

Met Asn 

1 

tgg gag ctg ctg ctg tgg ctg ctg gtg ctg tgc gcg ctg etc ctg etc 166 
Trp Glu Leu Leu Leu Trp Leu Leu Val Leu Cys Ala Leu Leu Leu Leu 

5 10 15 

ttg gtg cag ctg ctg cgc ttc ctg agg get gac ggc gac ctg acg eta 214 
Leu Val Gin Leu Leu Arg Phe Leu Arg Ala Asp Gly Asp Leu Thr Leu 
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20 










25 










30 












eta 


tgg 


gec 


gag 


tgg 


cag 


gga 


cga 


cec 

to 


cca 


gaa 


tgg 


gag 


cte 

to 


act 


eat 


262 


Leu 


Trp 


Ala 


Glu 


Trp 


Gin 


Gly 


Are 


Arg 


Pro 


Glu 


Trp Glu 


Leu 


Thr 


Asp 




35 










40 










45 










50 




atg 


gtg 


gtg 


tgg 


gtg 


act 


gga 


ecc 

to 


teg 

^ to 


aet 


eea 

to to ^ 


att 


ggt 


eae 


eae 

to "to 


cte 


310 


Met 


Val 


Val 


Trp 

x r 


Val 


Thr 


Gly 


Ala 


Ser 


Ser 


Gl v 


He Gly 


Glu 


Glu 


Leu 












55 










60 










65 






get 


tac 


cag 


ttg 


tct 


aaa 


eta 


gga 


gtt 


tct 


ctt 


gtg 


ctg 


tea 


gec 


aga 


358 


Ala 


Tyr 


Gin 


Leu 


Ser 


Lys 


Leu 


Gly Val 


Ser 


Leu 


Val 


Leu 


Ser 


Ala 


Are 

fll to 










70 










75 










80 
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fT t IT 

to *-to 


ca t 


cr-a or 

to "^O 


rta 

*■* v to 


e» — ~ 


H ctct 
" o o 


<t t or 


aaa 


— o — 


— o — 


t o-r 


eta 


crp cr 


aat 


O" (TP 
«z» <=> - 


406 


Are 


Val 


His 


Glu 


Leu 


Glu 


Are 


Val 


Lys 


Are 


Arg Cys 


Leu 


Glu 




Gl v 








85 










90 










95 










aa t 


tta 


aaa 


gaa 


aaa 


eat 


a ta 


ctt 


gtt 


t te 


ccc 


Ctt 


gac 


cte 

L to 


acc 


& ** *^ 


4^4 


Asn 


Leu 


Lvs 


Glu 


Lys 


Asp 


I le 


Leu 


Val 


Leu 


Pro 


Leu 


Asp 


Leu 


Thr 


A St) 






100 










105 










110 












act 


ggt 


tec 


cat 


gaa 


to to 


ec t 


acc 


aaa 


ec t 

to w 


gtt 


etc 


cag 


eae 

to "to 


ttt 


ee t 


502 


Thr 


Gly 


Ser 


His 


Glu 


Ala 


Ala 


Thr 


Lys 


Ala 


Val 


Leu 


Gin 


Glu 


Phe 


Gl v 




115 










120 










125 










130 




aga 


ate 


gac 


att 


ctg 


gtc 


aac 


aat 


ggt 


gga 


atg 


tec 


cag 


Cet 


tct 


cte 


550 


Arg 


He 


Asp 


He 


Leu 


Val 


Asn 


Asn 


Gly Gly 


Met 


Ser 


Gin 


Arg 


Ser 


Leu 












135 










140 










145 






tgc 


atg 


gat 


acc 


age 


ttg 


gat 


gtc 


tac 


aga 


aag 


eta 


ata 


gag 


ctt 


aac 


598 


Cys 


Met 


Asp 


Thr 


Ser 


Leu 


Asp 


Val 


Tyr 


Arg 


Lys 


Leu 


He 


Glu 


Leu 


Asn 










150 










155 










160 








tac 


tta 


ggg 


acg 


gtg 


tec 


ttg 


aca 


aaa 


tgt 


gtt 


ctg 


ect 


eae 


atg 


ate 


646 


gag 


agg 


aag 


caa 


gga 


aag 


att 


gtt 


ac t 


gtg 


aa t 


age 


ate 


ctg 


ggt 


ate 


694 
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Glu Arg Lys Gin Gly Lys He Val Thr Val Asn Ser He Leu Gly He 

180 185 190 

ata tct gta cct ctt tec att gga tac tgt get age aag cat get etc 742 
He Ser Val Pro Leu Ser He Gly Tyr Cys Ala Ser Lys His Ala Leu 
195 200 205 210 

egg ggt ttt ttt aat ggc ctt cga aca gaa ctt gee aca tac cca ggt 790 
Arg Gly Phe Phe Asn Gly Leu Arg Thr Glu Leu Ala Thr Tyr Pro Gly 

215 220 225 

ata ata gtt tct aac att tgc cca gga cct gtg caa tea aat att gtg 838 
He He Val Ser Asn lie Cys Pro Gly Pro Val Gin Ser Asn He Val 

230 235 240 

gag aat tec eta get gga gaa gtc aca aag act ata ggc aat aat gga 886 
Glu Asn Ser Leu Ala Gly Glu Val Thr Lys Thr He Gly Asn Asn Gly 

245 250 255 

gac cag tec cac aag atg aca acc agt cgt tgt gtg egg ctg atg tta 934 
Asp Gin Ser His Lys Met Thr Thr Ser Arg Cys Val Arg Leu Met Leu 

260 265 270 

ate age atg gec aat gat ttg aaa gaa gtt tgg ate tea gaa caa cct 982 
lie Ser Met Ala Asn Asp Leu Lys Glu Val Trp lie Ser Glu Gin Pro 
275 280 285 290 

ttc ttg tta gta aca tat ttg tgg caa tac atg cca acc tgg gee tgg 1030 
Phe Leu Leu Val Thr Tyr Leu Trp Gin Tyr Met Pro Thr Trp Ala Trp 

295 300 305 

tgg ata acc aac aag atg ggg aag aaa agg att gag aac ttt aag agt 1078 
Trp lie Thr Asn Lys Met Gly Lys Lys Arg He Glu Asn Phe Lys Ser 

310 315 320 

ggt gtg gat gca gac tct tct tat ttt aaa ate ttt aag aca aaa cat 1126 
Gly Val Asp Ala Asp Ser Ser Tyr Phe Lys He Phe Lys Thr Lys His 
325 330 335 

5 5 1 1-3059879 
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gac tgaaaagagc atctgtactt ttcaagccac tggagggaaa aatggaaaac a 1180 
Asp 

tgaaaacagc aatcttctta tgcttctgaa taatcaaaga ctaatttgtg gttttacttt 1240 
ttaatagata tgactttgct tccaacatgg aatgaaataa aaaataagta at 1292 
[0 0 8 7] 

<210> 25 
<211> 2168 
<212> DNA 

<213> Homo Sapience 

<220> 
<221> CDS 

<222> (56)... (1519) 
<400> 25 

tttccgccgc cgcctgggag gggacccggg ctgccaggcg cccagctgtg cccag 55 
atg gat ggg aca gag acc egg cag egg agg ctg gac age tgt ggc aag 103 
Met Asp Gly Thr Glu Thr Arg Gin Arg Arg Leu Asp Ser Cys Gly Lys 

15 10 15 

cca ggg gag ctg ggg ctt cct cac ccc etc age aca gga gga etc cct 151 
Pro Gly Glu Leu Gly Leu Pro His Pro Leu Ser Thr Gly Gly Leu Pro 

20 25 30 

gta gec tea gaa gat gga get etc agg gec cct gag age caa age gtg 199 
Val Ala Ser Glu Asp Gly Ala Leu Arg Ala Pro Glu Ser Gin Ser Val 

35 40 45 

acc ccc aag cca ctg gag act gag cct age agg gag acc gec tgg tec 247 
Thr Pro Lys Pro Leu Glu Thr Glu Pro Ser Arg Glu Thr Ala Trp Ser 



lie Gly Leu Gin Val Thr Val pro Phe Met Phe Ala Gly Leu Gly Leu 
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65 70 75 80 

tec tgg gec ggc atg ctt ctg gac tat ttc cag cac tgg cct gtg ttt 343 
Ser Trp Ala Gly Met Leu Leu Asp Tyr Phe Gin His Trp Pro Val Phe 

85 90 95 

gtg gag gtg aaa gac ctt ttg aca ttg gtg ccg ccc ctg gtg ggc ctg 391 
Val Glu Val Lys Asp Leu Leu Thr Leu Val Pro Pro Leu Val Gly Leu 

100 105 110 

aag ggg aac ctg gag atg aca ctg gca tec aga etc tec aca get gec 439 
Lys Gly Asn Leu Glu Met Thr Leu Ala Ser Arg Leu Ser Thr Ala Ala 

115 120 125 

aac act gga caa att gat gac ccc cag gag cag cac aga gtc ate age 487 
Asn Thr Gly Gin He Asp Asp Pro Gin Glu Gin His Arg Val He Ser 

130 135 140 

age aac ctg gee etc ate cag gtg cag gee act gtc gtg ggg etc ttg 535 
Ser Asn Leu Ala Leu He Gin Val Gin Ala Thr Val Val Gly Leu Leu 
145 150 155 160 

get get gtg get gcg ctg ctg ttg ggc gtg gtg tct cga gag gaa gtg 583 
Ala Ala Val Ala Ala Leu Leu Leu Gly Val Val Ser Arg Glu Glu Val 

165 170 175 

gat gtc gec aag gtg gag ttg ctg tgt gec age agt gtc etc act gec 631 
Asp Val Ala Lys Val Glu Leu Leu Cys Ala Ser Ser Val Leu Thr Ala 

180 185 190 

ttc ctt gca gee ttt gee ctg ggg gtg ctg atg gtc tgt ata gtg att 679 
Phe Leu Ala Ala Phe Ala Leu Gly Val Leu Met Val Cys lie Val lie 

195 200 205 

ggt get cga aag etc ggg gtc aac cca gac aac att gec acg ccc att 727 
Gly Ala Arg Lys Leu Gly Val Asn Pro Asp Asn lie Ala Thr Pro He 

210 215 220 

gca gec age ctg gga gac etc ate aca ctg tec att ctg get ttg gtt 775 
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Ala Ala Ser Leu Gly Asp Leu He Thr Leu Ser lie Leu Ala Leu Val 

225 230 235 240 

age age ttc ttc tac aga cac aaa gat agt egg tat ctg acg ccg ctg 823 

Ser Ser Phe Phe Tyr Arg His Lys Asp Ser Arg Tyr Leu Thr Pro Leu 

245 250 255 

gtc tgc etc age ttt gcg get ctg ace cca gtg tgg gtc etc att gec 871 

Val Cys Leu Ser Phe Ala Ala Leu Thr Pro Val Trp Val Leu He Ala 

260 265 270 

aag cag age cca ccc ate gtg aag ate ctg aag ttt ggc tgg ttc cca 919 

Lys Gin Ser Pro Pro He Val Lys He Leu Lys Phe Gly Trp Phe Pro 

275 280 285 

ate ate ctg gec atg gtc ate age agt ttc gga gga etc ate ttg age 967 

He lie Leu Ala Met Val He Ser Ser Phe Gly Gly Leu He Leu Ser 

290 295 300 

aaa acc gtt tct aaa cag cag tac aaa ggc atg gcg ata ttt ace ccc 1015 

Lys Thr Val Ser Lys Gin Gin Tyr Lys Gly Met Ala He Phe Thr Pro 
305 310 315 320 

gtc ata tgt ggt gtt ggt ggc aat ctg gtg gee att cag acc age cga 1063 

Val lie Cys Gly Val Gly Gly Asn Leu Val Ala lie Gin Thr Ser Arg 

325 330 335 

ate tea acc tac ctg cac atg tgg agt gca cct ggc gtc ctg ccc etc 1111 

He Ser Thr Tyr Leu His Met Trp Ser Ala Pro Gly Val Leu Pro Leu 

340 345 350 

cag atg aag aaa ttc tgg ccc aac ccg tgt tct act ttc tgc acg tea 1159 

Gin Met Lys Lys Phe Trp Pro Asn Pro Cys Ser Thr Phe Cys Thr Ser 

355 360 365 

370 375 380 
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ggc cat ctg att ttc ttc tac ate ate tac ctg gtg gag ggt cag tea 1255 

Gly His Leu He Phe Phe Tyr He lie Tyr Leu Val Glu Gly Gin Ser 

385 390 395 400 

gtc ata aac age cag acc ttt gtg gtg etc tac ctg ctg gca ggc ctg 1303 

Val He Asn Ser Gin Thr Phe Val Val Leu Tyr Leu Leu Ala Gly Leu 

405 410 415 

ate cag gtg aca ate ctg ctg tac ctg gca gaa gtg atg gtt egg ctg 1351 
He Gin Val Thr lie Leu Leu Tyr Leu Ala Glu Val Met Val Arg Leu 

420 425 430 

act tgg cac cag gec ctg gat cct gac aac cac tgc ate ccc tac ctt 1399 
Thr Trp His Gin Ala Leu Asp Pro Asp Asn His Cys He Pro Tyr Leu 

435 440 445 

aca ggg ctg ggg gac ctg etc ggt act ggc etc ctg gca etc tgc ttt 1447 
Thr Gly Leu Gly Asp Leu Leu Gly Thr Gly Leu Leu Ala Leu Cys Phe 

450 455 460 

ttc act gac tgg eta ctg aag age aag gca gag ctg ggt ggc ate tea 1495 
Phe Thr Asp Trp Leu Leu Lys Ser Lys Ala Glu Leu Gly Gly lie Ser 
465 470 475 480 

gaa ctg gca tct gga cct ccc taactgggcc ccgctggtcc catttgetea ttag 1550 
Glu Leu Ala Ser Gly Pro Pro 

485 

aatttcctct cacatcagtg ggatacagaa ttcagtttct cccttgccag gtccttggga 1610 
tggttgaccc ctgcctctgc agtagccttt tgtgagtctg ctaaggtagc tctcacacac 1670 
ctcggctctg gggttgatac ctgagcctgc aatagagece tgaaatcaag agcatggctt 1730 
gagtgtgtga atatgatgtg tgeacatget taatgagcgt gcaagtgtgc acacgtttgt 1790 
ggagaggagg gtgttctggc ctgagaagct aaagaagagg catgtccagt atgetttgea 1850 
gggtgtgttt gctcttttcc atgcccatgc aacccagatt ggggtggagc aggaaggagc 1910 
tcttttctgt tcccaagcct cagaactctt gagctgtggc ttacttgctg tcttcaccag 1970 
gttcaagctc cgtgggccac actgetgetg tgccaagaag gtgtacagcc tccccaggat 2030 
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ggggcctcat acaacccttc atctgcactc aacatttaat cgtgtccttg ctgtcttttt 2090 
attttccttt ttgttagcaa aaacctctat ttagatttca ataatcagag aagtgtaaaa 2150 
taaaacagat tatattgt 2168 
[0 0 8 8 ] 

<210> 26 
<211> 1357 
<212> DNA 

<213> Homo Sapience 

<220> 
<221> CDS 

<222> (81) ... (12162) 
<400> 26 

cgtgcgtttg tggccgtccg gcctccctga catgcagccc tctggacccc gaggttggac 60 
cctactgtga cacacctacc atg egg aca etc ttc aac etc etc tgg ctt 110 

Met Arg Thr Leu Phe Asn Leu Leu Trp Leu 
1 5 10 

gec ctg gec tgc age cct gtt cac act acc ctg tea aag tea gat gee 158 
Ala Leu Ala Cys Ser Pro Val His Thr Thr Leu Ser Lys Ser Asp Ala 

15 20 25 

aaa aaa gec gee tea aag acg ctg ctg gag aag agt cag ttt tea gat 203 
Lys Lys Ala Ala Ser Lys Thr Leu Leu Glu Lys Ser Gin Phe Ser Asp 

30 35 40 

aag ccg gtg caa gac egg ggt ttg gtg gtg acg gac etc aaa get gag 254 
Lys Pro Val Gin Asp Arg Gly Leu Val Val Thr Asp Leu Lys Ala Glu 

45 50 55 

agt gtg gtt ctt gag cat cgc age tac tgc teg gca aag gee egg gac 302 



aga cac ttt get ggg gat gta ctg ggc tat gtc act cca tgg aac age 3o0 
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Arg His Phe Ala Gly Asp Val Leu Gly Tyr Val Thr Pro Trp Asn Ser 
75 80 85 90 

cat ggc tac gat gtc acc aag gtc ttt ggg age aag ttc aca cag ate 398 
His Gly Tyr Asp Val Thr Lys Val Phe Gly Ser Lys Phe Thr Gin He 

95 100 105 

tea ccc gtc tgg ctg cag ctg aag aga cgt ggc cgt gag atg ttt gag 446 
Ser Pro Val Trp Leu Gin Leu Lys Arg Arg Gly Arg Glu Met Phe Glu 

110 115 120 

gtc acg ggc etc cac gac gtg gac caa ggg tgg atg cga get gtc agg 494 
Val Thr Gly Leu His Asp Val Asp Gin Gly Trp Met Arg Ala Val Arg 

125 130 135 

aag cat gec aag ggc ctg cac ata gtg cct egg etc ctg ttt gag gac 542 
Lys His Ala Lys Gly Leu His lie Val Pro Arg Leu Leu Phe Glu Asp 

140 145 150 

tgg act tac gat gat ttc egg aac gtc tta gac agt gag gat gag ata 590 
Trp Thr Tyr Asp Asp Phe Arg Asn Val Leu Asp Ser Glu Asp Glu He 
155 160 165 170 

gag gag ctg age aag acc gtg gtc cag gtg gca aag aac cag cat ttc 638 
Glu Glu Leu Ser Lys Thr Val Val Gin Val Ala Lys Asn Gin His Phe 

175 180 185 

gat ggc ttc gtg gtg gag gtc tgg aac cag ctg eta age cag aag cgc 686 
Asp Gly Phe Val Val Glu Val Trp Asn Gin Leu Leu Ser Gin Lys Arg 

190 195 200 

gtg ggc etc ate cac atg etc acc cac ttg gee gag get ctg cac cag 734 
Val Gly Leu He His Met Leu Thr His Leu Ala Glu Ala Leu His Gin 

205 210 215 

gee egg ctg ctg gee etc ctg gtc ate ccg cct gec ate acc ccc ggg 782 
Ala Arg Leu Leu Ala Leu Leu Val He Pro Pro Ala He Thr Pro Gly 
220 225 230 
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acc gac cag ctg ggc atg ttc acg cac aag gag ttt gag cag ctg gcc 830 

Thr Asp Gin Leu Gly Met Phe Thr His Lys Glu Phe Glu Gin Leu Ala 

235 240 245 250 

ccc gtg ctg gat ggt ttc age etc atg acc tac gac tac tct aca gcg 878 

Pro Val Leu Asp Gly Phe Ser Leu Met Thr Tyr Asp Tyr Ser Thr Ala 

255 260 265 

cat cag cct ggc cct aat gca ccc ctg tec tgg gtt cga gcc tgc gtc 926 
His Gin Pro Gly Pro Asn Ala Pro Leu Ser Trp Val Arg Ala Cys Val 

270 275 280 

cag gtc ctg gac ccg aag tec aag tgg cga age aaa ate etc ctg ggg 974 
Gin Val Leu Asp pro Lys Ser Lys Tip Arg Ser Lys He Leu Leu Gly 

285 290 295 

etc aac ttc tat ggt atg gac tac gcg acc tec aag gat gcc cgt gag 1022 
Leu Asn Phe Tyr Gly Met Asp Tyr Ala Thr Ser Lys Asp Ala Arg Glu 

300 305 310 

cct gtt gtc ggg gcc agg tac ate cag aca ctg aag gac cac agg ccc 1070 
Pro Val Val Gly Ala Arg Tyr lie Gin Thr Leu Lys Asp His Arg Pro 
315 320 325 330 

egg atg gtg tgg gac age cag gcc tea gag cac ttc ttc gag tac aag 1118 
Arg Met Val Trp Asp Ser Gin Ala Ser Glu His Phe Phe Glu Tyr Lys 

335 340 345 

aag age cgc agt ggg agg cac gtc gtc ttc tac cca acc ctg aag tec 1166 
Lys Ser Arg Ser Gly Arg His Val Val Phe Tyr Pro Thr Leu Lys Ser 

350 355 360 

ctg cag gtg egg ctg gag ctg gcc egg gag ctg ggc gtt ggg gtc tct 1214 
Leu Gin Val Arg Leu Glu Leu Ala Arg Glu Leu Gly Val Gly Val Ser 



lie Trp Glu Leu Gly Gin Gly Leu Asp Tyr Phe Tyr Asp Leu Leu 
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380 385 390 

aggtgggcat tgcggcctcc gcggtggacg tgttcttttc taagccatgg agtgagtgag 1320 
caggtgtgaa atacaggcct ccactccgtt tgctgtg 1357 

[0 0 8 9] 
<210> 27 
<211> 711 
<212> DNA 

<213> Homo Sapience 

<220> 

<221> CDS 

<222> (8) . . . (598) 

<400> 27 

aaaggcg atg tgg agg gtg ccc ggc aca acc aga cgc cca gtc aca ggc 49 
Met Trp Arg Val Pro Gly Thr Thr Arg Arg Pro Val Thr Gly 
1 5 10 

gag age cct ggg atg cac egg cca gag gec atg ctg ctg ctg etc acg 97 
Glu Ser Pro Gly Met His Arg Pro Glu Ala Met Leu Leu Leu Leu Thr 
15 20 25 30 

ctt gee etc ctg ggg ggc ccc acc tgg gca ggg aag atg tat ggc cct 145 
Leu Ala Leu Leu Gly Gly Pro Thr Trp Ala Gly Lys Met Tyr Gly Pro 

35 40 45 

gga gga ggc aag tat ttc age acc act gaa gac tac gac cat gaa ate 193 
Gly Gly Gly Lys Tyr Phe Ser Thr Thr Glu Asp Tyr Asp His Glu lie 

50 55 60 

aca ggg ctg egg gtg tct gta ggt ctt etc ctg gtg aaa agt gtc cag 241 
Thr Gly Leu Arg Val Ser Val Gly Leu Leu Leu Val Lys Ser Val Gin 

65 70 75 

gtg aaa ctt gga gac tec tgg gac gtg aaa ctg gga gec tta ggt ggg 289 
Val Lys Leu Gly Asp Ser Trp Asp Val Lys Leu Gly Ala Leu Gly Gly 
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80 85 90 

aat acc cag gaa gtc acc ctg cag cca ggc gaa tac ate aca aaa gtc 337 

Asn Thr Gin Glu Val Thr Leu Gin Pro Gly Glu Tyr He Thr Lys Val 

95 100 105 110 

ttt gtc gec ttc caa get ttc etc egg ggt atg gtc atg tac acc age 385 

Phe Val Ala Phe Gin Ala Phe Leu Arg Gly Met Val Met Tyr Thr Ser 

115 120 125 

aag gac cgc tat ttc tat ttt ggg aag ctt gat ggc cag ate tec tct 433 

Lys Asp Arg Tyr Phe Tyr Phe Gly Lys Leu Asp Gly Gin He Ser Ser 

130 135 140 

SCC tac CCC agC caa SHE SSS CZs 2*2 <~i a oto aor atr tat vac ran dRI 

Ala Tyr Pro Ser Gin Glu Gly Gin Val Leu Val Gly He Tyr Gly Gin 

145 150 155 

tat caa etc ctt ggc ate aag age att ggc ttt gaa tgg aat tat cca 529 
Tyr Gin Leu Leu Gly He Lys Ser lie Gly Phe Glu Trp Asn Tyr Pro 

160 165 170 

eta gag gag ccg acc act gag cca cca gtt aat etc aca tac tea gca 577 
Leu Glu Glu Pro Thr Thr Glu Pro Pro Val Asn Leu Thr Tyr Ser Ala 
175 180 185 190 

aac tea ccc gtg ggt cgc tagggtgggg tatggggeca tccgagctga ggeca 630 
Asn Ser Pro Val Gly Arg 
195 

tctgtgtggt ggtggctgat ggtactggag taactgagtc gggacgctga atctgaatcc 690 
accaataaat aaagcttctg c 711 
[0 0 9 0] 

<210> 28 



<213> Homo Sapience 
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<220> 
<221> CDS 

<222> (242)... (565) 
<400> 28 

aaagaaacaa gccgggggac tgcgagccag ggactcgggc cgcggggcgg gaagaagtgg 60 
ggcagcgctt ggccaggccg aaaggacttt gggggtgggg gctgggagtc cgtgtctcga 120 
atgagggagg agaggtggag ttgccggggc tcaggcccgg cctcgagcat gggcggatga 180 
gaggagtcgg gagccgaggc ctagggtcct tcgggtgagg ggagacggag ccagcgagga 240 
g atg gag cag aag ctt gtg gag gag att ctt caa gca ate act atg 286 
Met Glu Gin Lys Leu Val Glu Glu He Leu Gin Ala He Thr Met 
15 10 15 

tea aca gac aca ggt gtt tec ctt cct tea tat gag gaa gat cag gga 334 
Ser Thr Asp Thr Gly Val Ser Leu Pro Ser Tyr Glu Glu Asp Gin Gly 

20 25 30 

tea aaa etc att cga aaa get aaa gag gca cca ttc gta ccc gtt gga 382 
Ser Lys Leu lie Arg Lys Ala Lys Glu Ala Pro Phe Val Pro Val Gly 

35 40 45 

ata gcg ggt ttt gca gca att gtt gca tat gga tta tat aaa ctg aag 430 
He Ala Gly Phe Ala Ala lie Val Ala Tyr Gly Leu Tyr Lys Leu Lys 

50 55 60 

age agg gga aat act aaa atg tec att cat ctg ate cac atg cgt gtg 478 
Ser Arg Gly Asn Thr Lys Met Ser He His Leu He His Met Arg Val 

65 70 75 

gca gee caa ggc ttt gtt gta gga gca atg act gtt ggt atg ggc tat 526 
Ala Ala Gin Gly Phe Val Val Gly Ala Met Thr Val Gly Met Gly Tyr 
80 85 90 95 

tec atg tat egg gaa ttc tgg gca aaa cct aag cct tagaagaa 570 
Ser Met Tyr Arg Glu Phe Trp Ala Lys Pro Lys Pro 
100 105 
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gagatgctgt cttggtcttg ttggaggagc ttgctttagt tagatgtctt attattaaag 630 
ttacctatta ttgttggaaa t 651 
[0 0 9 1 ] 

<210> 29 
<211> 1310 
<212> DNA 

<213> Homo Sapience 

<220> 

<221> CDS 

<222> (78)... (1130) 
<400> 29 

cgaacgccaa ggcggccacg tcctgctccc cctggtgaag aagctgccct gggcttgtcg 60 
tcctagggtc tccagac atg tct gag gtg aag age egg aag aag teg ggg 110 

Met Ser Glu Val Lys Ser Arg Lys Lys Ser Gly 
1 5 10 

ccc aag gga gee cct get gcg gag ccc ggg aag egg age gag ggc ggg 158 
Pro Lys Gly Ala Pro Ala Ala Glu Pro Gly Lys Arg Ser Glu Gly Gly 

15 20 25 

aag acc ccc gtg gee egg age age gga ggc ggg ggc tgg gca gac ccc 206 
Lys Thr Pro Val Ala Arg Ser Ser Gly Gly Gly Gly Trp Ala Asp Pro 

30 35 40 

cga acg tgc ctg age ctg ctg teg ctg ggg acg tgc ctg ggc ctg gee 254 
Arg Thr Cys Leu Ser Leu Leu Ser Leu Gly Thr Cys Leu Gly Leu Ala 

45 50 55 

tgg ttt gta ttt cag cag tea gaa aaa ttt gca aag gtg gaa aac caa 302 
Trp Phe Val Phe Gin Gin Ser Glu Lys Phe Ala Lys Val Glu Asn Gin 



Tyr Gin l.eu Leu Lys Leu Glu Thr Asn Glu I he Gin Gin Leu Gin Ser 
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80 85 90 

aaa ate agt tta att tea gaa aag tgg cag aaa tct gaa get ate atg 398 

Lys lie Ser Leu He Ser Glu Lys Trp Gin Lys Ser Glu Ala lie Met 

95 100 105 

gaa caa ttg aag tct ttt caa ata att get cat eta aag cgt eta cag 446 

Glu Gin Leu Lys Ser Phe Gin He He Ala His Leu Lys Arg Leu Gin 

110 115 120 

gaa gaa att aat gag gta aaa act tgg tec aat agg ata act gaa aaa 494 

Glu Glu He Asn Glu Val Lys Thr Trp Ser Asn Arg lie Thr Glu Lys 

125 130 135 

cag gat ata ctg aac aac agt ctg acg acg ctt tct caa gac att aca 542 

Gin Asp He Leu Asn Asn Ser Leu Thr Thr Leu Ser Gin Asp He Thr 
140 145 150 155 

aaa gta gac caa agt aca act tec atg gca aaa gat gtt ggt etc aag 590 

Lys Val Asp Gin Ser Thr Thr Ser Met Ala Lys Asp Val Gly Leu Lys 

160 165 170 

att aca agt gta aaa aca gat ata cga egg att tea ggt tta gta act 638 

lie Thr Ser Val Lys Thr Asp lie Arg Arg lie Ser Gly Leu Val Thr 

175 180 185 

gat gta ata tea ttg aca gat tct gtg caa gaa eta gaa aat aaa ata 686 

Asp Val lie Ser Leu Thr Asp Ser Val Gin Glu Leu Glu Asn Lys He 

190 195 200 

gag aaa gta gaa aaa aat aca gta aaa aat ata ggt gat ctt ctt tea 734 

Glu Lys Val Glu Lys Asn Thr Val Lys Asn lie Gly Asp Leu Leu Ser 

205 210 215 

age agt att gat cga aca gca acg etc cga aag aca gca tct gaa aat 782 

Ser Ser He Asp Arg Thr Ala Thr Leu Arg Lys Thr Ala Ser Glu Asn 
220 225 230 235 

tea caa aga att aac tct gtt aag aag acg eta ace gaa eta aag agt 830 
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Ser Gin Arg lie Asn Ser Val Lys Lys Thr Leu Thr Glu Leu Lys Ser 

240 245 250 

gac ttc gac aaa cat aca gat aga ttt eta age tta gaa ggt gac aga 878 

Asp Phe Asp Lys His Thr Asp Arg Phe Leu Ser Leu Glu Gly Asp Arg 

255 260 265 

gec aaa gtt ctg aag aca gtg act ttt gca aat gat eta aaa cca aag 926 

Ala Lys Val Leu Lys Thr Val Thr Phe Ala Asn Asp Leu Lys Pro Lys 

270 275 280 

gtg tat aat eta aag aag gac ttt tec cgt tta gaa cca tta gta aat 974 

Val Tyr Asn Leu Lys Lys Asp Phe Ser Arg Leu Glu Pro Leu Val Asn 

oor, o o a one; 

ZOO lcjv t^Kju 

gat tta aca eta cgc att ggg aga ttg gtt acc gac tta eta caa aga 1022 

Asp Leu Thr Leu Arg He Gly Arg Leu Val Thr Asp Leu Leu Gin Arg 

300 305 310 315 

gag aaa gaa att get ttc tta agt gaa aaa ata tct aat tta aca ata 1070 

Glu Lys Glu He Ala Phe Leu Ser Glu Lys lie Ser Asn Leu Thr He 

320 325 330 

gtc caa get gag att aag gat att aaa gat gaa ata gca cac att tea 1118 

Val Gin Ala Glu lie Lys Asp He Lys Asp Glu He Ala His He Ser 

335 340 345 

gat atg aat tagtttgaca ttattgagat tagactaagg taattttttt aat 1170 
Asp Met Asn 
350 

gggacctctc atgagaagac tggtaaatca aaaataatga tattttggag caaaagtcat 1230 
tttatattta atcctatttt gtacagtaaa aataaaactt taaaacaggt tgattttcca 1290 
aaataaatat gctaaaacct 1310 



<2 1 1 > 1400 



10 — 2547 3 6 



<212> DNA 

<213> Homo Sapience 

<220> 
<221> CDS 

<222> (233) . . . (556) 
<400> 30 

tggctgtatg ctattggagg gtggaaatca catctcctgt ttatccgtgt gcttgttagg 60 
tgtcagccgc cacccccccc ccatatgcag atttactcgg catggtagtg gccagcttct 120 
aacacagctg gtatttcaag tctcctggga cctcactcag gaatgatacc ccctcagtag 180 
aagcagcagg tgatcttaac tcctttcaaa gagcaggcct gtctgggaag cc atg 235 

Met 
1 

tec tea gca ggc aca gca acc cct ctg gaa atg gat cac aaa etc act 283 
Ser Ser Ala Gly Thr Ala Thr Pro Leu Glu Met Asp His Lys Leu Thr 

5 10 15 

tct cag cca ggc agg cca age ttc tat tgt aac agt agg cac agt ata 331 
Ser Gin Pro Gly Arg Pro Ser Phe Tyr Cys Asn Ser Arg His Ser lie 

20 25 30 

gtc gga tea tea cat cag ctg ggt ttt tgg ttt agt cat eta gag teg 379 
Val Gly Ser Ser His Gin Leu Gly Phe Trp Phe Ser His Leu Glu Ser 

35 40 45 

tct gga eta aag gtc ttt cag gtc tec ttg ccc tgt gag tgc gtg aac 427 
Ser Gly Leu Lys Val Phe Gin Val Ser Leu Pro Cys Glu Cys Val Asn 
50 55 60 65 

etc ccc acc cga att gee tea gtt gtc ctg age etc atg tct etc ctg 475 
Leu Pro Thr Arg He Ala Ser Val Val Leu Ser Leu Met Ser Leu Leu 

70 75 80 

gtg gtg ggc cag gee cct gca tgg gaa ggg age ctg ctg egg ggc agg 523 
Val Val Gly Gin Ala Pro Ala Trp Glu Gly Ser Leu Leu Arg Gly Arg 



tfifE4#¥ 1 1-3059879 



• 



4#*£ 10—254736 



85 90 95 

cca get ggg ggt get cac eta tgc gca gca tgaagttatt gaaggac 570 

Pro Ala Gly Gly Ala His Leu Cys Ala Ala 

100 105 



tggttgttga 


tgttggtgag 


egtatect tc 


atggccagcg 


egaagtegge 


caggtcagcc 


boU 


aggtgetgee 


agcgctctct 


cteggacttg 


tct tcctgtg 


ccaggggacc 


gtggagaaag 


byu 


tgtcaggggc 


cgctcactgc 


agcagcctgc 


tctgctgcct 


tccctggcag 


tgttctgggg 




gtggattccc 


tacacctaga 


tgttcaaggc 


cttactt t tc 


ctcccacaaa 


ggagtcgcag 


olO 


ccacgctagc 


tetgacttge 


cactgtgaca 


aagttcacgt 


agcaggtcta 


ggcaaagact 


870 


gggcaattga 


gcagaggaga 


cggacctgtg 


agtctgacca 


egaggeggae 


ccct tcacct 


no a 


tggctgggcc 


tggtcctggt 


ccttaggttt 


tgtcagg I tg 


tccttgt t tg 


gatccctcaa. 


nnn 


ctaggtgata 


agcactggag 


ggggatgacc 


cgect tggac 


gtgtttcttt 


aacctcatcc 


1050 


atataatagg 


gccgtgggat 


ggttgtagag 


gtaaagcagg 


atgatggtgt 


tttaagacca 


1110 


gagcttggga 


ccagggctcc 


tacacctaat 


tttctctcct 


ggtagctgaa 


caaaggtcta 


1170 


aattagctta 


acaaaagaac 


aggctgeegt 


cagecagagt 


tetgaaggee 


atgctttcag 


1230 


tttcccttgt 


tgacaattgc 


tctccagttc 


ctatgaaagc 


acagagcett 


agggggectg 


1290 


gccacagaac 


acaaccatct 


taggectgag 
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